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Complete nucleotide sequence of the gene encoding a glycinin A2Bia subunit precursor of soybean
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We have determined the complete nucleotide sequence of a A2 1 gene of
glycinin, the most abundant storage protein of soybean, using the c1NA as a
probe (1). The gene spans 2864- base pairs from the capsite (t) to the 3'-end
, and is interrupted by three intervening sequences occurring in the mRNA

sequence coding for Gly-75 (between the first letter and the second letter of
that codon) and Arg-159 of A subunit region, and for Lys-338 of B subunit

2 la
region. The TATA sequence (-31, -23) and the AATAAA polyadenylation signal
(+2843 - +2848) are underlined. Detailed analysis of the 5'-flanking region
is presented elsewhere (2).

te tggcaattgcatgcaatacaaacac acttggtatttgtcac ataatgttgatgtcgaactgtcgaagccacctcacacccatgaacttaatgaggtvgtaacacacaaggctt -121
ccatagcca tgcatactgaagaatgtctcaagctc agcaccccac tcctgtgacgtgtccc tcacccaccttcctctc ttccctataaataaccacgcc tcaggttc tccgctt -1

-18 -10 TATA-box 1
IF (exon 1) MetAlaLysLeuValLeuSerLeuCysPheLeuLeuPheSerGlyCysPheAlaLeuArgGluGlnAla
CACAACACAAACATTCTCTCC ATTGTCTTTGAACACTCATCACCATGGCCAAGCTTGTTCTTTCCCTTTGTTTCCTTCTTTTCAGTGGCTGCTTCGCCTTGAGAGAGCAGGCA 113

(+1) cap site 20 30 40
GlnGlnAsnGluCysGlnI leGlnLysLeuAsnAlaLeuLysProAspAsnArg IleGluSerGluGlyGlyPhe IleGluThrTrpAsnProAsnAsn LysProPheGlnCys
CAGCAAAATGAGTGCCAGATCCAAAAGCTGAATGCCCTCAMACCGGATAACCGTATAGAGTCGGAAGGTGGGTTCATTGAGACCTGGAACCCTAACAACAAGCCATTCCAGTGT 227
AlaGlyValAlaLeuSerArgCysThrLeuAsnArgAsnAlaLeuArgArgProSerTyrThrAsnGlyProGlnGluIleTyrIleGlnGlnG
GCCGGTGTTGC CCTCTCTCGCTGCACCCTTAACCGCAATGCCCTTCGTAGACCTTCCTACACCAACGGTCCCCAGGAMATCTACATACAACAAGgtccataatc ttgtttaattt 342
tttttttatcagatgttaatggttagtttttgttagtaaaattgattgaaac tgtggc ttttgtttttcttc ttaaccgtccaacc tatcttatatattcaaattaataataac 456

lyAsnGlyIle
ttgt ttcaat ttctc agttttgtgaaaccatgcat tttgaaaagaaaatggttatgctaatgttttttttttc tttgtgttgttgtgtaatatatatgaatagGTAATGGTATT 570

(exon 2) 90 100 110
PheGlyMet IlePheProGlyCysProS erThrTyrGlnGluProGlnGluSerGlnGlnArgGlyArgSerGlnArgProGlnAspArgH isGlnLysValH isArgPheArg
TTTGGCATGATATTCCCGGGTTGTCCTAGCACTTATCAAGAGCCGCAAGAATCTCAGCAACGAGGACGAAGCC AGAGGCCCCAAGACCGTCACCAAAAGGTACATCGCTTCAGA 684
GluGlyAspLeu IleA laValProThrGlyValA laTrpTrpMetTyrAsnAsnG luAspThrProValValA laValSerIle IleAspThrAsnSerLeuG luAsnGlnLeu
GAGGGTGATTTGATCGCAGTGCCTACTGGTGTTGCATGGTGGATGTACAMACAATGAAGACACTCCTGTTGTTGCCGTTTCTATTATTGACACCAMACAGCTTGGAGAACCAGCTC 798
AspGlnMetProArg
GACCAGATGCCTAGGgtgagaccacatagcaatattagatattataattc tttaaaggtttaaatatcattttagttcgtggagttgcac tttctaatttagtacc tatagatt 912
aaaa tatgcc aattggatcctta tagttgtgt ttttttatccaatttggt tcttgtcttgaaatacatggac aatattgtagctgataaaaaaaggaaac tggactacattgta 1026

160 (exon 3) 170
ArgPheTyrLeuAlaGlyAsnGlnGluGlnGlu

acgttaagat tagaat tcttaagt tctaatactagc tggttacggattgacaac tatttgttttgacaattcttggcagAGATTCTATCTTGCTGGGAACCAAGAGCAAGAG 1138
PheLeuLysTyrGlnGlnGlnGlnGlnGlyGlySerGlnSerGlnLysGlyLysGlnGlnGluGluGluAsnGluGlySerAsnI leLeuSerGlyPheAlaProGluPheLeu
TTTCTAAAATATCAGCAGCAGCAGCAAGGAGGTTC CCAAMGCCAGAAMGGAAAGCAACAAGAAGAAGAAAACGAAGGAAGCAACATATTGAGTGGCTTCGCCCCTGAATTCTTG 1252
LysGluAlaPheGlyValAsnMetGlnI leValArgAsnLeuGlnGlyGluAsnGluGluGluAspSerGlyA laIleValThrVal LysGlyGlyLeuArgValThrAlaPro
AAAGAAGCGTTCGGCGTGAACATGCAGATAGTGAGAAMCCTACAAGGTGAGAACGAAGAGGAGGATAGTGGAGCCATTGTGACAGTGAAMGGAGGTCTAAGAGTCACAGCTCCA 1366

250 260 270 280 *
AlaMetArgLysProG lnGlnGluGluAspAspAspAspG luGluGluGlnProGlnCysValGluThrAspLysGlyCysGlnArgGlnSerLysArgSerArgAsr?Gly Ile
GCCATGAGGAAGCCACAGCAAGAAGAAGATGATGATGATGAGGAAGAGCAGCCACAGTGCGTGGAGACAGACAAAGGTTGCCAACGCCAAAGCAAAAGGAGCAGAAATGGCATT 1480
AspGluThr IleCysThrMetArgLeuArgG lnAsnIleGlyGlnAsnSerSerProAsp IleTyrAsnProGlnAlaGlySer IleThrThrAlaThrSerLeuAspPhePro
GATGAGACCATTTGCACAATGAGACTTCGCCAAAACATTGGTCAGAATTCATCACC TGACATCTACAACCCTCAAGCTGGTAGCATCACAACCGCCACCAGCC TTGACTTCCCA 1594
AlaLeuTrpLeuLeuLysLeuSerAlaGlnTyrGlySerLeuArgLys
GCCCTCTGGCTTCTCAAACTCAGTGCCCAGTATGGATCACTCCGCAA Ggtacgtacatcatacatgttataaattaagc tcaacaaatgttaaaaaatggtaatagttatatat 1708
agtaattaaaatgtgtgacgac aaagttatcttagc acttgc atatgcattattcatgtgctttttttttatatatagaaatgcccgaagttattaagtagtcacagtttc ttg 1822
tgtcgattttac taatctaattaatc tctgcatgagatgtaattatgcatgtgttattaatttttgttacatgtgatacaattagtagataattttgtcc tttagatatatgac 1936
tcatgagtatgaaatt tttttcaaccttgaaaaatttgtttttgacttttaaccaaaaaatactttgattaaaaaaaaagaaaaatatttttgtgccaaaaatattc tgattca 2050
caaaaacatatttttc tatgagactatatattgacatgtgataaaatacc tgataataatttccataggattaggaagaaaaggtataagatagtgagataattaattaatatc 2164

( exon 4 )
AsnAlaMetPhe

atgatgaaaagataaaaggaaaa taataatattataaaaatattggatgaataacatgttgtgattaacgtacac ttgcatggatattgatgtatggtgcagAATGCTATGTTC 2278
Val ProHisTyrThrLeuAsnAlaAsnSerI 1e IleTyrAlaLeuAsnGlyArgAlaLeuVal GlnValValAsnCysAsnGlyGluArgVal PheAspGlyGluLeuGIlnGlu
GTGCCACACTACACCCTGAACGCGAACAGCATA ATATACGCATTGAATGGGCGGGCATTGGTACAAGTGGTGAATTGCAATGGTGAGAGAGTGTTTGATGGAGAGCTGCAAGAG 2392
GlyGlyVal LeuI leVal ProGlnAsnPheAlaValAlaAlaLysSerGlnSerAspAsnPheGluTyrVal SerPhe LysThrAsnAspArgProSer Il1eC,lyAsnLeuA la
GGAGGGGTGCTGATCGTTCCACAAACTTTGC GGTGGCTGCAAMATCCCAGAGCGATAACTTTGAGTATGTGTCATTCMAGACCAATGATAGACCCTCGATCGGAAMCC TTGCA 2506
GlyAlaAsnSerLeuLeuAsnAlaLeuProGluGluVal IleGlnHisThrPheAsn LeuLysSerGlnGlnAlaArgGlnVal LysAsnAsnAsnProPheSerPhe LeuVal
GGGGCAAACTCATTGTTGAACGCATTGCCAGAGGAAGTGATTCAGCACACTTTTAACCTAAAGAGCCAGCAGGCCAGGCAGGTGAAGAACAACAACCCTTTCAGCTTCCTTGTT 2620
ProProGlnGluSerGlnArgArgAlaValAla***
CCACCTCAGGAGTCTCAGAGGAGAGCTGTGGCTTAGAGAGCCC TTTTGCATGTGCTACCACACTTTTGCCTTTTGGGCTCTAGCTAGTGCTGGTAGCAGTAAATAAGAATGAAT 2734
AAAAGAAACAAAGGCTTAGATGCCCTTTGTTAAGTGCAGAATAACGGGTATAGTAACTATGTACCCTTGTGTAATGAGTCAC TCAAGTACCTATGCGGGAAAMGCATAAATAAM 2848

4 9 poly ( A) signal
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