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The cysteine protease actinidin is abundant in mature kiwifruit. The sequence of a partial cDNA
clone (pAci) of the 1.4 kb mRNA has been reported [1]. We report here the nucleotide sequence of
two 1.37 kb cDNA clones synthesised from ripe kiwifruit mMRNA (Actinidia deliciosa cv 'Hayward')
using the RNAse H procedure [2].

Both clones, designated pKIWI450 and 451, have identical sequences (shown in Fig 1) except for the
length of their polyA tracts. The sequence extends 243 bp 5' to that of pAcl, and is 98%
homologous where they overlap (26 base substitutions). An additional ‘G’ residue found at position
1149 in both pKIWI clones (underlined in Fig 1) was also present in pAc1 when it was resequenced
in both orientations. The G adds an extra 8 amino acids to the C-terminal extension. The ATG at
position 38-40 has been tentatively designated the initiation codon on the basis of the mRNA size
[1], and from comparison with the homologous N-terminal extensions of other cysteine proteases.
Thus these data suggest that the mature actinidin protease (220 amino acids) may be translated as
a zymogen with N- and C-terminal extensions of 126 and 33 amino acids respectively.

1 TTITTCTTCTRARATTC ARAR
M G L P K S F VU S M S L L F F S8 T LL I L S L AF NAIKNIL

38 ATGGGTTTGCCCAAATCCTTCGTCTCAARTGTCTCTCCTCTTCTTCTCCACGCTCCTTATACTCTCATTAGCCTTCAACGCCARRARCTTG
T QR T NDEUV KA MY E S HL I K VY 6 K S Y NS L G E HWUE

128 ACCCAGAGAACAARCGATGAAGTCAAGGCCATGTACGAGTCGTGGCTTATCARGTATGGCARRTCCTATAACTCGCTGGG TGAGTGGGAG
R R F E I F K E T LR RTF | DEUHNAUDTNARSY K VG L NDO

218 AGGRGATTTGAGATTTTCRAGGARRCTTTGAGGTTCATTGACGAGCACAATGCAGACACAAACCGTAGTTACARGGTGGGCCTGAACCAG
F A DL T DETETFR RS TVY LG F T S 6 S NKTZKUSNRVYE

308 TTTGCTGACCTGACTGATGAGGAGTTCCGGTCCACTTACTTGGGATTTACAAGCGGTTCAARTARGACGARGGTGAGCARCCGGTACGAG
P R F G Q VL P S Y UDMWNR RSA AGAR AUV UD I K S Q6 ECG G

398 CCCCGATTCGGCCAAGTATTGCCGAGTTATGTTGATTGGAGGTCGGCAGGGGCCGTGGTTGATATCAARTCCCAGGGTGARTGTGGGGGT
C HAF SA I ATWVEG I NK I VTG VL I L S EQE L I

488 TGTTGGGCTTTTTCGGCCATCGCCARCGGTGGARGGGATCARCARGATAGTGACCGGAGTCTTARTTTCACTGTCAGARCARGAGCTTATA
D C G R TQNTRGT CNGGVY I T DGF Q F 1 I NNGG I N

578 GATTGCGGTAGGACACARAACACC TGCARTGGCGGTTACATARCCGACGGGTTTCAGTTCATCATCAACAACGGTGGGATTAAC
T EENVY P Y T A Q0 G E CNLDLOGONETK VY VT I DTV E

668 ACCGAGGARARRTTATCCCTACACGGC TCARGATGGTGAATGCARCTTGGACTTACAAARTGARARGTATGTTACAATTGATACTTATGAR
N U P Y NNEMHWALIGOQTAUVTY QP VS UVUALDODAATEGTIDODATF

758  AATGTTCCTTATARCARCGAGTGGGCATTGCAARCAGCAGTGACATACCAACCTGTGAGCGTTGCCCTTGACGCCGCTGGTGACGCGTTC

K H Y 8$ 8 6 I F T 6P CGTA I DHAWUVT I VG VY G TETGTGEG
848 RAAACATTATTCATCGGGCATATTCACTGGACCATG TGGARCAGCARTAGACCATGCCGTTACTATTGTTGGATACGGCACAGAGGGAGGT
I DY H I VUK NS HDTTMWOG EETG Y MR I LRNWUVGGATG
938 ATCGACTATTGGATAGTGARRRACTCATGGGACACGACGTGGGGAGAGGARGGCTACATGAGGATCCTGCGTARTGTCGGAGGTGCTGGA
T €CG I AT M P S Y P UK Y NNUOQNUBHPTKUPVY S S L I NP P

1028 ACATGTGGAATTGCAACGATGCCATCTTACCCCGTCAARGTACARCAACCAARATCACCCCARARCCATACTCATCTCTCATARATCCTCCC
A F S M S K DG P VG VDDGIOQRY S A"

1118 GCCTTCTCCATGAGCARGGATGGCCCAGTGGLAGTAGACGRTGGACAGAGG TRCAGCGCTTAGGARARGATTCARTGAGATGAGGAARGLRA

1208 GGGAGRGAATGTAGATAATARTATTGCATCT T CTTTGCTTTCCAGTTATGGARCTTATGTATTGARTARAGGTGGC

1298 TTCAGGGGATTTGTTTGTCCTCCTGATACTGCCTCTACTTTTTACGTGATAATARTATARGTAGTGTGCTTTT(AN) 1370

Figure 1: Nucleotide sequence of pKIWI450.
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