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Abstract

Background: Atopic eczema (AE) is a common chronic inflammatory skin disorder. In order to dissect the genetic
background several linkage and genetic association studies have been performed. Yet very little is known about specific
genes involved in this complex skin disease, and the underlying molecular mechanisms are not fully understood.

Methodology/Findings: We used human DNA microarrays to identify a molecular picture of the programmed responses of
the human genome to AE. The transcriptional program was analyzed in skin biopsy samples from lesional and patch-tested
skin from AE patients sensitized to Malassezia sympodialis (M. sympodialis), and corresponding biopsies from healthy
individuals. The most notable feature of the global gene-expression pattern observed in AE skin was a reciprocal expression
of induced inflammatory genes and repressed lipid metabolism genes. The overall transcriptional response in M. sympodialis
patch-tested AE skin was similar to the gene-expression signature identified in lesional AE skin. In the constellation of genes
differentially expressed in AE skin compared to healthy control skin, we have identified several potential susceptibility genes
that may play a critical role in the pathological condition of AE. Many of these genes, including genes with a role in immune
responses, lipid homeostasis, and epidermal differentiation, are localized on chromosomal regions previously linked to AE.

Conclusions/Significance: Through genome-wide expression profiling, we were able to discover a distinct reciprocal
expression pattern of induced inflammatory genes and repressed lipid metabolism genes in skin from AE patients. We
found a significant enrichment of differentially expressed genes in AE with cytobands associated to the disease, and
furthermore new chromosomal regions were found that could potentially guide future region-specific linkage mapping in
AE. The full data set is available at http://microarray-pubs.stanford.edu/eczema.
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Introduction

Atopic eczema (AE) (OMIM#603165) is a common skin disorder
currently affecting 10-20% of children and 1-3% of adults in
westernized countries [1,2]. Patients with AE suffer from itchy, dry
and inflamed skin, often in combination with other atopic
manifestations such as allergic asthma and allergic rhinoconjuncti-
vitis. Twin studies indicate a strong genetic contribution in the
development of AE [3,4], and to date four genome-wide linkage
studies have been performed in Caucasian populations identifying
several chromosomal regions linked to AE susceptibility [5-8].
However, a complete genomic picture of this complex disorder still
remains to be defined, and importantly specific genes involved in the
pathogenesis of AE have to be identified.

Over the past decades, much research has been focused on
advancing the knowledge about the role and action of immune
competent cells and inflammatory molecules in AE pathogenesis.
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Activated T-helper cells, eosinophils, macrophages and mast cells
are often found in AE skin [9,10]. In addition, there is an
imbalance between Tyl and Ty2 cells giving an increase in
production of a T2 cytokine profile, at least in the early phases of
the disease [11]. A network of cytokines/chemokines and their
receptors that is characteristically expressed in patients with AE
has been identified [12,13]. However, it is still not clear whether
the inflammatory response found in AE skin is a primary basic
cause of the disease, or if it is a secondary effect caused by other
factors such as an impaired skin barrier.

The importance of an impaired epidermal differentiation
process and skin barrier dysfunction in the pathogenesis of AE
has recently been emphasized when a set of so-called “epidermal
differentiation genes”, including S100A7, S100A8, loricrin and
filaggrin (FLG), was found to be differentially expressed in AE
patients compared to healthy control individuals [14]. In addition,
genetic association studies have identified LG to be a suscepti-
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bility gene for AE, further supporting the importance of epidermal
differentiation genes in AE (reviewed in [15]). An impaired skin
barrier function in AE patients may also be an effect of changes in
the lipid composition [16,17]. However, the precise role of various
molecules and a detailed underlying mechanism to skin barrier
dysfunction in AE patients is still far from understood.

AL results from a complex interplay between genetic and
environmental factors. For example, it is known that allergens such
as house dust mite and bacteria such as staphylococci are
aggravating factors in AE [9,18]. Members of the lipophilic
Malassezia yeast family are part of the normal microflora on
human skin. However, Malassezia has been associated with AE and
other skin diseases such as seborrhoeic dermatitis and pityriasis
versicolor [19]. Malassezia-specific IgE antibodies are often found
in adult AE patients, but not in other allergic diseases or among
healthy individuals [20]. Application of Malassezia sympodialis (M.
sympodialis) extract on non-lesional skin of AE patients, referred to
as an atopy patch test (APT), triggers immunological changes in
the skin similar to acute lesional eczema [19,21,22]. It is unknown
why AE patients are hypersensitive to M. sympodialis, nor is it
known if M. sympodialis has a major effect on transcript levels in
eczema skin.

In this study, we used cDNA microarrays representing
approximately 24,500 unique genes to identify a detailed
molecular picture of the programmed responses of the human
genome to AE. The transcriptional program was analyzed in skin
biopsy samples from lesional and patch-tested skin from AE
patients sensitized to M. sympodialis, and corresponding biopsies
from healthy individuals. A set of genes identified by the
microarrays was selected for further analysis by immunohisto-
chemistry and immunofluorence staining to confirm and explore
corresponding protein levels and cell type expression in skin. We
found that non-lesional skin from AE patients that was patch-
tested with a PBS negative control has a predisposed genetic
program different from normal healthy skin. Furthermore, we
show that the global transcriptional response to M. sympodialis
patch-test in non-lesional AE skin is very similar to the gene-
signature identified in lesional AE skin. The most notable feature
of the global gene-expression pattern observed in AE skin was a
reciprocal expression of induced inflammatory genes and
repressed lipid metabolism genes. Genes encoding key enzymes
and structural proteins involved in assembly of the cornified layer
also demonstrated altered expression in AE skin.

Results

Global portrait of altered expression profiles in AE
c¢DNA microarrays representing approximately 24,500 unique
genes were used to identify the global gene-signature in lesional
and patch-tested skin from AE patients, and control skin samples
from healthy individuals. A multi-group Significance Analysis of
Microarrays (SAM) approach [23] was undertaken to select a set
of ~4000 genes that were consistently differentially expressed
between AE and healthy skin with a false discovery rate (FDR)
<0.003. The full list of genes identified by the SAM approach to
be consistently up- or down-regulated in AE skin as compared to
healthy control skin is provided as Supplementary Table SI.
Hierarchical clustering was used to group these genes based on
similarity in expression across the samples and to group individuals
on the basis of similarities in gene-expression patterns (Figure 1A).
Each column in Figure 1A represents a group of skin biopsy
samples and not a single array experiment. The same set of genes
was next used to extract the patterns of gene-expression from each
individual biopsy sample. Hierarchical clustering of these genes, in
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both gene and sample dimension, are displayed in Figure 1B. The
clustering analysis clearly separates AE and normal healthy skin
samples into two distinct branches. We found that the global
transcriptional response to M. sympodialis extract in AE skin is very
similar to that found in lesional AE skin. The healthy control
group did not respond to the M. sympodialis or the PBS patch-test,
neither on a transcriptional level nor as a visible reaction on the
skin. The patients with AE also had no visible skin reaction to the
PBS control patch-test. However, the gene-expression program
observed in non-lesional PBS tested AE skin was more similar to
the gene-signature identified in lesional AE skin than to that found
in the skin of healthy individuals.

The most notable feature of the observed gene-expression
program was a reciprocal expression pattern found for immune/
inflammatory genes (up-regulated in AE skin), and genes involved
in lipid metabolism (down-regulated in AE skin) (Figures 1A and
B). Using the “gene module map method” [24] to identify
significantly enriched Gene Ontology (GO) terms [25], we found
that “immune response” was the most significantly enriched GO
term in up-regulated AE genes (P<10~ "% and “lipid metabolism”
was the most significantly enriched GO term in down-regulated
AE genes (P<10~ %) (full list of enriched GO terms is provided in
Supplementary Table S2).

The induced expression of immune and inflammatory genes,
such as interleukins, cell surface antigens, and genes induced by
interferon, were especially prominent in M. sympodialis AE skin. We
also identified genes encoding structural components and enzymes
with a key role in terminal keratinocyte differentiation and
cornified envelope assembly that were significantly different in AE
skin as compared to healthy control skin. Notably is that many of
these potential AE candidate genes are localized to chromosomal
regions that previously have been linked to AE (Table 1).
Representative genes from different clusters in Figure 1 (Cluster
I, II and III) are further described below.

Induced expression of inflammatory and immune related

genes in AE skin

The most prominently up-regulated genes in AE skin as
compared to healthy control skin are genes involved in immune
and inflammatory responses (Figure 2A). In general, we found the
immune response cluster of genes more highly expressed in M.
sympodialis patch-test reactive AE skin, as compared to lesional and
non-involved/PBS patch tested AE skin and normal healthy skin,
which supports the role of inflammatory molecules in active AE
skin lesions. Among the genes identified in the “immune cluster”
are chemokine family members including CCL18, CCL21 and
CXCLLI (Figure 2) and members of the interleukin receptor family
such as IL-2R(y), IL-4R and IL-10RA (Figure 2). Genes encoding
cell surface antigens, such as CD5, CD6, CD28, CD37, CD53 and
CD86 are also among the genes over-expressed in AE skin
(Figure 2). Notably is that many genes identified in the “immune
cluster” are localized on chromosomal regions previously linked to
AE (Figure 2 and Table 1). Furthermore, we identified a group of
coordinately over-expressed genes encoding components (CIR,
C1S and C1QB) and regulatory proteins (SERPING1 and CFH)
of the classical pathway of complement in AE skin (Figure 2 and
Supplementary Table S1). Other interesting genes identified
within this cluster are FCERIG (1q23), encoding the high-affinity
IgE receptor gamma subunit, 7RAo, encoding the T-cell alpha
locus, and THYI, encoding a major cell surface glycoprotein
characteristic for T-cells (Figure 2 and Supplementary Table S1).
FCERIG, TRAo and THY1 are located on previous described AE
loci (11g23.3 and 14ql1.2).
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Figure 1. Global comparison between the gene-expression patterns underlying AE pathogenesis to those identified in normal
healthy skin. (A) Thumbnail overview of ~4000 array elements selected for differential expression in skin from AE patients and healthy individuals
by a multi-group significance analysis of microarrays (SAM) approach. Hierarchical clustering analysis was performed in both the gene (row) and
experiment (column) dimension. Note that each column represents a group of skin samples. The “contrast value” for each gene is shown, e.g. the
standardized mean difference between the gene’s expression in the class, versus its overall expression. (B) The SAM gene list of approximately 4000
array elements was used to extract patterns of gene expression from each AE patient and healthy control individual (indicated by separate numbers).
Note that each column here is represented by one array experiment. Transcript levels determined by microarray analysis are shown relative to a
reference pool of human mRNAs. Expression levels of each gene relative to its mean expression level over the sample set are displayed in a log2 scale.
Expression levels are represented by a color bar, where red is representing the highest levels and green is representing the lowest levels of
expression. Highlighted clusters (I-ll) are described in detail below in Figures 2, 5 and 6. The full data set can be found at the SMD database http://
microarray-pubs.stanford.edu/eczema and at the NCBI GEO database (GEO accession: GSE12511).

doi:10.1371/journal.pone.0004017.g001
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Table 1. Enrichment of chromosomal regions.

# of cytoband Total # of
Enriched genes induced/ genes in
cytoband P-value repressed cytoband
2194 genes induced in AE:
119121 ** 5.96E-15 38 210
19p13.3 ** 4.10E-13 34 194
19912 4.33E-13 32 173
6p21.2 6.87E-10 18 75
22q13.1 2.01E-09 15 54
3p21.31 ** 9.71E-08 20 123
1923.1 6.03E-07 14 70
16p11.2 ** 7.23E-07 14 71
19q13.2 *x 9.70E-07 18 117
16p13.3 1.09E-06 19 130
19p13.2 *x 1.25E-06 18 119
11p15.5 1.49E-06 11 46
3p25.3 * 3.13E-06 9 32
9p21.1 6.50E-06 12 63
12q13.12 ** 1.37E-05 10 47
6p21.1 1.84E-05 20 171
9q34.2 3.44E-05 6 17
19p13.12 ** 3.56E-05 12 74
10q926.2 3.85E-05 5 1
22q12.3 4.24E-05 9 43
1922 4.24E-05 9 43
1921.3 % 5.34E-05 12 77
19913.13 ** 5.46E-05 7 26
11q11 7.04E-05 6 19
17p11.2 1.58E-04 8 40
3q13.33 1.75E-04 6 22
5q32 i 1.75E-04 6 22
Xp22.22 2.28E-04 6 23
17q11.2 ** 2.80E-04 10 66
12p13.31 4.05E-04 10 69
20q13.12 4.09E-04 9 57
1p34.3 4.67E-04 9 58
17924.3 4.88E-04 7 36
1p36.11 5.05E-04 8 47
Xq13.1 6.73E-04 4 11
14q911.2 i 7.00E-04 11 87
12q13.13 ** 7.94E-04 10 75
5923.1 1.51E-03 6 32
12g21.33 1.52E-03 5 22
2p14 1.52E-03 5 22
15926.1 1.70E-03 7 44
3924 1.78E-03 6 33
29333 ** 1.85E-03 4 14
8p21.2 1.88E-03 5 23
4p16.3 1.94E-03 7 45
11p15.4 2.49E-03 9 73
16q12.2 ** 2.51E-03 7 47

Table 1. cont.
# of cytoband Total # of
Enriched genes induced/ genes in
cytoband P-value repressed cytoband
1925.2 2.77E-03 5 25
7908 genes repressed in AE:
29243 4.29E-06 6 24
12q13.11 ** 8.61E-06 7 40
6922.1 1.43E-05 4 9
6q14.1 7.22E-05 5 24
7934 1.42E-04 4 15
14q924.3 2.10E-04 6 46
21g22.3 2.67E-04 6 48
4q28.1 7.14E-04 3 10
4921.1 8.17E-04 4 23
1932.2 8.17E-04 4 23
1p36.13 8.73E-04 5 40
12p12.3 9.68E-04 3 11
1p36.22 1.09E-03 5 42
79223 1.27E-03 3 12
15g21.3  * 1.53E-03 4 27
10925.1 1.53E-03 4 27
3q11.2 1.63E-03 3 13
2q14.1 1.75E-03 4 28
1p22.2 2.00E-03 4 29
3922.1 ** 2.52E-03 3 15
5q23.2 2.52E-03 3 15
12p12.1 2.52E-03 3 15
Shown are chromosomal regions (cytobands) that are enriched in 2194 genes
induced or 1908 genes repressed in AE (P<<0.05; FDR<0.05). Cytobands are
sorted by P-value. Overlap with previously known AE genome-wide scan
regions [5-8,37], AE candidate gene regions [2,36,39-40], and AE regions
identified by selective region specific linkage mapping [35,38] are indicated in
the second column by *, **, and ***, respectively.
doi:10.1371/journal.pone.0004017.t001

Cell specific elevated expression of the Socs3 protein in
AE skin

SOCS3, located in an AE candidate chromosomal region
(17q25), was among the genes more highly expressed in AE skin
as compared to healthy skin (Figure 2B). To identify in vivo patterns
of Socs3 protein expression in the skin, we used immunohisto-
chemistry and double immunofluorescent staining methods. Socs3
expression was increased and spread to several layers in epidermis
in AE lesional skin (Figure 3A), while in non-lesional AE skin
(Figure 3B) and normal healthy skin (Figure 3C) it was
predominately in the basal epidermal layer. We next performed
double immunofluorescent staining to determine if other cell types
besides keratinocytes expressed Socs3 protein in AE epidermis
(Figure 4). A Socs3 antibody was co-applied with antibodies for
various cell types on AE lesional skin biopsy sections: CDla for
dendritic cells, CD3 for T-cells, and CD68 for monocytes/
macrophages. We found that Socs3 was expressed by CDla*
dendritic cells (Figure 4A—C), but not by CD3" T-cells or CD68*
cells in AE lesional skin (data not shown).
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Figure 2. Transcriptional levels of immune and inflammatory genes in AE skin measured using DNA microarrays. (A) A zoomed in
picture of the hierarchical cluster analysis showing examples of immune and inflammatory genes that was found to be coordinately over-expressed
in AE skin as compared to healthy skin. A detailed list of the genes represented in this cluster is shown in the table (right). Genes localized in genome-
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wide linkage eczema regions or in AE associated loci are highlighted in blue and yellow, respectively. (B) The SOCS3 gene was identifiedby the SAM
approach to be significantly over-expressed in AE skin as compared to healthy skin. The “contrast value” generated by the SAM program for the
SOCS3 gene is displayed in the graph (y-axis). Each bar represents SOCS3 transcriptional levels in a group of samples. AE patients: lesional skin (AE L
n=7), M. sympodialis (AE M n=6) and PBS patch-tested skin (AE P n=5). Healthy control individuals: normal skin (H n=4), M. sympodialis (H M n =4)
and PBS patch-tested skin (H P n=4).

doi:10.1371/journal.pone.0004017.9g002

Figure 3. Increased expression of Socs3 on keratinocytes in lesional AE skin. Inmunohistochemical staining showing Socs3 expression (A)
in lesional AE skin, (B) non-lesional AE skin, and (C) normal skin from a healthy control. Sections were counterstained with hematoxylin to visualize the

nucleus.
doi:10.1371/journal.pone.0004017.g003

Altered lipogenic gene-expression program identified in
AE skin

The most prominent feature of the AE down-regulated gene
cluster is a set of genes with a well-defined role in lipid
homeostasis. These include genes that are dedicated to the
synthesis and uptake of cholesterol and fatty acids such as ATP-
Citrate lyase (ACLI), Acyl-CoA synthase (ACSLI, ACSLS), HMG-
CoA synthetase (HMGCS1, HMGCS2) and HMG-CoA reductase
(HMGCR) (Figure 5 and Supplementary Table S1). Furthermore,
genes encoding key enzymes in the poly-unsaturated fatty acid
(PUFA) pathway (FADSI, FADS? and ELOVL)), and an acyl-
transferase (AGPAT3) with a key role in the phospholipid pathway,
were identified in the same gene cluster (Figures 5A and B).

Genes encoding eicosanoid lipid messengers and processing
enzymes also showed significantly different expression levels in AE
skin as compared to the healthy skin. For example, we observed
that prostaglandin processing enzymes including PTGES (Prosta-
glandin E synthetase), PTGIS (Prostaglandin I2) and PT'GER3

(Prostaglandin E receptor) were more highly expressed in AE skin
as compared to healthy control skin (Supplementary Table S1).
Furthermore, genes involved in arachidonic acid metabolism, e.g.
genes required for leukotriene synthesis, such as ALOX5AP,
ALOX12 and ALOX15B, were differentially expressed in AE skin
as compared to healthy skin (Supplementary Table S1).

Among the lipid genes down-regulated in AE skin were
transcripts encoding hydroxy steroid dehydrogenase family
members and members of the cytochrome P450 family that are
essential for steroid hormone biosynthesis [26] (data not shown).
Furthermore, among the down-regulated genes in AE skin was
lipin-1 (LPINI; Figures 5A and C), which encodes a transcription
factor with a suggested role during normal adipose tissue
development [27]. The lipin-1 gene was isolated and characterized
in 2001 as the gene responsible for fatty liver dystrophy (fld) in
mouse [28]. Interestingly, we also found a member of the SREBP
family, which is a well-described transcription factor with a major
role in regulating genes involved in fatty acid and cholesterol

Figure 4. Socs3 is expressed on CD1a* dendritic cells in epidermis. Double immunofluorescensce stainings of lesional AE skin showing (A)
expression of Socs3 on keratinocytes and on epidermal dendritic cells, (B) CD1a expression on dendritic cells and (C) co-localisation of Socs3 and
CD1a in epidermis. Dendritic cells are indicated by arrows. Scale bar=50 pum.

doi:10.1371/journal.pone.0004017.g004
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Figure 5. Global down-regulation of a lipogenic expression program identified in AE skin. (A) A zoomed in picture of the hierarchical
cluster analysis illustrating a large set of genes involved in lipid metabolism and homeostasis that was found to be coordinately down regulated in AE
skin (left). A detailed list of the genes represented in this cluster is shown in the table (right). Genes localized in genome-wide linkage eczema regions
or an AE associated loci are highlighted in blue and yellow, respectively. (B) Schematic of enzymes involved in the PUFA pathway. (C) SREBF1 and
LPINT transcript levels were lower in AE skin compared to healthy control skin. The “contrast values” generated by the SAM program for the SREBF1
and the LPINT gene are displayed in the graph (y-axis). Each bar represents transcriptional levels in a group of samples. AE patients: lesional skin (AE L
n=7), M. sympodialis (AE M n=6) and PBS patch-tested skin (AE P n=5). Healthy control individuals: normal skin (H n=4), M. sympodialis (H M n =4)

and PBS patch-tested skin (H P n=4).
doi:10.1371/journal.pone.0004017.9005

metabolism [29], to be down-regulated in AE skin as compared to
healthy skin (SREBFI; Figure 5C).

Altered expression of epidermal barrier function genes in
AE skin

We found alterations in expression of a set of genes encoding
structural components and key enzymes involved in forming the
cornified envelope in AE skin. Two transcripts encoding members
of the transglutaminase family (7GMI and TGM3) had consistently
elevated expression in AE skin as compared to healthy skin
(Figures 6A and B). Transglutaminases are key enzymes that
catalyze the cross-linking of epidermal proteins during formation
of the stratum corneum. A similar expression pattern, as observed
for the TGM genes, was found for CALML) (alias CLSP), which
encodes a calmodulin-like skin protein that previously has been
shown to associate with the TGMS3 protein [30]. Furthermore, as
seen in Figure 6A, CDSN, which encodes a desmosomal-associated
protein expressed during terminal keratinocyte differentiation
[31], was co-expresed with the TGM transcripts. Desmosomes are
cell-cell adhesion sites that provide mechanical integrity to the
tissues by anchoring keratin filaments to the site of cell-cell
adhesion. The hypothesis that constituents of the desmosomal
cell—cell junctions may have altered expression in the epidermal
layers of AE skin is further supported by consistently lower
expression of DSG2 in AE skin as compared to healthy skin
(Supplementary Table S1). DSG2 encodes a membrane spanning
glycoprotein of the desmosome, and is localized to chromosome 18
in a locus previously linked to AE (18q12.1 [7]). Furthermore, we
identified elevated expression of the corneum chymotryptic
enzyme (SCCE/KLKY7) in AE skin (Supplementary Table SI).
This result is supported by recent work from Komatsu et al. (2007)
that reported elevated expression of several kallikrein family
members in the stratum corneum from AL patients [32], and
furthermore by work from Vasilopoulos that identified genetic
association between the corneum chymotryptic enzyme (SCCE/
KLK7) and AE [33].

Genes encoding molecules critical for the extracellular matrix
(ECM) architecture (COL6A1, COL6A2 and COL6A3) and
ECM re-modeling enzymes (TIMP1 and TIMP2) were differen-
tially expressed in AE skin (Figure 6A and Supplementary Table
S1). Many of these genes with an important role in constructing
the skin barrier, as well as genes encoding cell adhesion and ECM
molecules, are localized on chromosomal regions previously linked
or associated to AE (Figure 6 and Table 1) suggesting that they
serve as potential AE candidate genes.

Elevated expression and localization of the TGase1l
protein in AE skin

TGM1, which is localized in a chromosomal region (14q12)
previously linked to eczema [34], was among the epidermal
differentiation genes found to be over-expressed in lesional AE skin
as compared to healthy skin. By immunohistochemistry, we
confirmed that epidermal transglutaminase 1 (T'Gasel) protein

@ PLoS ONE | www.plosone.org

expression is increased in AE skin (Figure 7). We found that both
expression and the localization of TGasel were altered in lesional
AE skin. TGasel was localized to several cell layers and spread
down deep in epidermis in lesional AE skin (Figure 7A), while in
non-lesional PBS patch-tested AE skin (Figure 7C) and normal
healthy skin (Figure 7D) it was expressed as a sharp line in the
outermost layer of epidermis. As illustrated in Figure 7, TGM1
protein levels could be induced by the application of M. sympodialis
to non-involved AE skin.

Enrichment of AE related chromosomal regions

We noticed that many of the genes that were found by the array
experiments to be consistently differentially expressed in AE and
healthy skin are localized to previously described AE susceptibility
chromosomal regions (reviewed in [2]). To further test this
hypothesis, we used the previously described “gene module map
method” [24] to identify significantly enriched cytobands in the
AE microarray data set. The set of ~4,000 AE genes were
analyzed for their enrichment in 624 gene sets composed of
human cytoband regions [35]. As illustrated in Table 1, we found
70 cytobands that were significantly enriched in the AE data set
(P<0.05; FDR<0.05). Interestingly, 20 of these significantly
enriched cytobands represent chromosomal regions previously
described to be linked or associated to AE either by genome-wide
linkage studies, selective region-specific linkage mapping or
candidate gene studies in AE [2,34,36—40]. The observation that
20 AE-linked cytobands were found in the top 70 hits is highly
significant (P<10~°, hypergeometric distribution, with 624 total
cytobands in the genome), whereas only 2 cytobands are expected
to overlap by chance alone. Notably, we found that genes induced
in AE are more enriched from AE-linked cytobands (17 of 20) than
genes repressed in AE (3 of 20).

Among the enriched AE-linked cytobands identified are 1g21,
3p25.3 and 15g21.3, which all previously have been identified as
AE susceptibility regions in genome-wide linkage analyses [5—
7,38]. The 121 region encodes several epidermal differentiation
genes including the FLG gene that recently has been linked to AE
susceptibility [15]. However, genes from the 3p25.3 and 15q21.3
regions have not been identified or systematically tested for a role
in AE. Furthermore, among the significantly enriched cytobands
were several AE gene candidate regions previously described in
the literature to be associated to AE [2], including chromosomal
region 2q33 (CTLA4), 3p21 (TLRY), 5q32 (the cytokine cluster),
11ql2 (FCERIP), 12q13 (TIMI), 14ql1 (MCC), 16pl1 (IL4R) and
19q13 (SCCE and TGFBI) (Table 1).

The microarrays also identified significantly enriched cytobands
that were previously not linked to AE (Table 1). Interestingly
though, some of these chromosomal regions have been linked to
other diseases. For example, we found an enrichment of cytobands
in the AE data set that overlap with chromosomal regions
previously identified to be associated with psoriasis (1q21;PSORS4
and 6p21;PSORSI) and asthma (5g23-32, 6p21, 11pl5 and
19q13). In fact, 6p21.2 was among the most significantly enriched
cytobands identified in the AE data set (P<10~7, Table 1). The
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Figure 6. Genes involved in skin barrier function differentially expressed in skin from AE patients as compared to healthy control
individuals. (A) A zoomed in picture of the hierarchical cluster analysis illustrating genes involved in skin barrier function that were found
coordinately over-expressed in AE skin as compared to healthy skin (left). A detailed list of the genes represented in this cluster is shown in the table
(right). Genes localized in genome-wide linkage eczema regions or an AE associated loci are highlighted in blue and yellow, respectively. (B) Members
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of the transglutaminase family (TGM1, TGM3) and CDSN were among the cornified envelope genes identified by the multi-group SAM approach to be
consistently over-expressed in AE skin as compared to healthy skin. The “contrast value” generated by the SAM program for these genes is displayed
in the graphs (y-axis). Each bar represents transcriptional levels in a group of samples. AE patients: lesional skin (AE L n=7), M. sympodialis (AE M
n =6) and PBS patch-tested skin (AE P n =5). Healthy control individuals: normal skin (H n=4), M. sympodialis (H M n =4) and PBS patch-tested skin (H

P n=4).
doi:10.1371/journal.pone.0004017.g006

6p21 region (PSORSI) contains multiple genes in tight linkage
disequilibrium, including the HLA gene cluster and the CDSN
gene.

All specific genes in AE susceptibility chromosomal regions have
not yet been identified or systematically tested for a role in AE.
Examples of genes identified by the microarrays to be consistently
differentially expressed between AE and healthy skin and localized
within significantly enriched cytobands are shown in Supplemen-
tary Table S3. In summary, we found that there is a significant
enrichment of differentially expressed genes in AE with cytobands
associated to the disease, and furthermore new chromosomal

regions were found that could potentially guide future region-
specific linkage mapping in AE.

Discussion

AL is a chronic inflammatory skin disorder that results from a
complex interaction of genetic and environmental factors [9].
Although several chromosomal regions have been identified that
are linked to AE susceptibility, it is yet not fully understood what
specific genes and mechanisms underlie the development of AE.
The DNA microarray technique [41] has recently been utilized
successfully in the search for new candidate genes in complex
diseases. Large—scale expression profiling of chronic inflammatory
skin disorders such as eczema and psoriasis have previously been
performed using the Affymetrix GeneChip [12,14,42-44]. Al-
though previous expression profiling studies have highlighted sub-
groups of genes such as a set of innate immunity genes [12] and

50um

50um

Figure 7. Increased TGM1 protein expression in AE skin. Immunohistochemical staining of TGM1 expression in lesional AE skin (A) and in
positive APT reaction to M. sympodialis extract (B), non-lesional PBS patch-tested AE skin (C) and normal healthy skin (D). Sections were

counterstained with hematoxylin to visualize the nucleus.
doi:10.1371/journal.pone.0004017.g007
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the “epidermal differentiation cluster” [14], or potential gene
candidates including NELL2, CCL18, AQP3 and tenascin-C [42—
44] that are deregulated in AE, the complete genome-wide picture
of AE 1is still far from understood. To further advance the
understanding of genes underlying the development of AE, and to
test the impact allergens may have on the global expression
pattern in AE skin, we used cDNA microarrays to characterize the
global gene-signature in lesional skin and patch-tested skin from
eczema patients and corresponding skin from healthy individuals.
Our analysis provides striking evidence for global differences in the
transcriptional program between skin from AE patients and
healthy individuals. The most prominent feature of the gene-
signature identified in AE skin was a reciprocal pattern of induced
inflammatory genes and reduced lipid genes. Among the genes
identified in this study are many that are localized to chromosomal
regions previously associated with AE and thus are new potential
AL candidate genes.

The large set of coordinately up-regulated immune and
inflammatory related genes identified in AE skin includes genes
encoding cytokines, chemokins and cell-surface antigens. The
increased expression of inflammatory genes can be explained both
by increased numbers of infiltrating cells, mainly T-cells and
dendritic cells, and by activation of these cells. For example, among
the most consistently highly expressed chemokines in AE skin was
CCL18 that is known from previous work to be highly expressed in
AFE skin by dendritic cells [42,45]. A novel finding in our study was
that components and regulatory proteins of the classical pathway of
complement were coordinately over-expresed in AE skin. Comple-
ment is an essential component of the immune system and is of
relevance for the destruction of invading microorganisms. However,
excessive complement activation contributes to undesired tissue
damage and the role of complement in other inflammatory diseases
has previously been reported [46].

SOCS3 was also among the inflammatory genes found to be
more abundant in AE lesions as compared to healthy skin. This
gene encodes a suppressor of cytokine signaling and is localized in
an AE candidate chromosomal region (17q25). It has previously
been reported that SOCSS is predominantly expressed in Ty2-like
cells and has an important role in regulating the onset and
maintenance of Ty2-mediated responses [47]. In contrast to the
report from Seki et al. (2003), we did not find T-cells expressing
Socs3 in AE skin. However, keratinocytes and CD1a* dendritic
cells in the skin expressed the protein in AE lesional skin. The
Socs3 protein was also expressed by basal keratinocytes in normal
healthy skin. Whether SOCS3 plays an immunoregulatory role in
keratinocytes, or if it might be involved in regulating keratinocyte
cell proliferation and differentiation [48] needs to be further
investigated. It is unknown what precise role SOCS3 plays in
different cell types in the skin. Its increased expression in AE
epidermis may play a role in developing the disease, or it may be a
secondary effect of the inflammatory condition of the skin. While
Socs3 protein levels are found to be up-regulated in AE skin, the
reverse pattern was observed in psoriatic skin [49], which is a
chronic inflammatory Tpyl-related skin disease. It has been
proposed that microRNAs (mir-203) acting in the SOGS3
3'UTR are the regulators of reduced Socs3 protein expression
observed in psoriatic skin [49]. It is unclear how Socs3 expression
is regulated in AE skin. However, a recent genetic study has
demonstrated an association between a haplotype in the SOCS3
5'region and AE, which suggest that molecules acting in the
5'region may alter Socs3 expression in AE skin [50].

We demonstrate here that by applying M. sympodialis extract to
non-lesional AE skin in M. sympodialis sensitized patients, a global
expression signature can be induced that is remarkably similar to
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that identified in lesional AE skin. The M. sympodialis induced
transcripts are dominated by immune related genes such as the IL-
4 receptor, which previously has been described in AE [51]. The
IL-4 signaling pathway are among the candidates considered for
the treatment of allergic inflammation [52]. Data presented here
supports the hypothesis that M. sympodialis can act as an
aggravating factor in AE pathogenesis. It is still unclear, however,
why AL patients can be hypersensitive to a fungi that is part of the
normal human skin microflora. One hypothesis is that a defective
skin barrier in AE patients allows allergens to penetrate and trigger
an immunological response in the skin [1].

We found a large set of down-regulated genes in AE skin with a
well-defined role in lipid homeostasis. Among these genes are
classical genes encoding enzymes involved in fatty acid and
cholesterol metabolism, but also genes encoding enzymes involved
in poly-unsaturated fatty acid (PUFA) metabolism. The role of
lipids in AE pathogenesis has previously been discussed. For
example, it has been shown that ceramide levels are reduced in AE
skin compared to healthy skin, and furthermore altered expression
of ceramide processing enzymes has been seen in AE skin [17].
However, this is the first time that a global reduced lipogenic
expression program has been demonstrated in AE skin. Coordi-
nate down-regulation of a large set of lipid processing genes in AE
skin could explain an impaired lipid balance previously observed
in these patients, which may be a key factor underlying the cause
of a disrupted skin barrier in AE patients. Of particular interest is
the reduced expression of genes encoding PUFA processing
enzymes, delta-5-desaturse  (FADS2) and delta-6-desaturse
(FADSI), identified here in AE skin. PUFAs are important
constituents of phospholipids in cell membranes, assuring the
correct environment for membrane protein function, maintaining
membrane fluidity, and moreover PUFAs have been described to
play a role in regulating gene transcription [53]. In addition, some
PUFAs, particularly arachidonic acid, act as substrates for the
synthesis of eicosanoids (i.e. prostaglandins and leukotrienes),
which are involved in regulating inflammatory processes and
immune cell responses. A disrupted PUFA balance may thus have
a large impact on various cellular processes. Interestingly, there
are a number of observations in AE patients with significantly
higher levels of the first substrate of the PUFA pathway, linoleic
acid, and significantly lower levels of the downstream metabolites,
v-linolenic, dihomo-y-linolenic, and arachidonic acids in eczema
[16,54,55]. Furthermore, levels of linoleic acid metabolites have
been correlated with transepidermal water loss in children with
eczema [55]. To date there has been two mutually exclusive
hypotheses regarding the altered PUFA composition observed in
AE patients [56]. Our results clearly supports the hypothesis that
lower levels of PUFA metabolites are due to impaired desaturase
enzyme activity and thus impaired synthesis of these molecules,
and not that low levels of PUFA metabolites are due to increased
consumption in inflammatory processes. Genetic variants in the
FADSI and FADS? genes have recently been associated with fatty
acid composition in phospholipids [57]. Since the FADS gene
cluster are located on 11ql2-q13.1, a chromosomal region
previously linked with allergic diseases [34], it would be intriguing
to test if FADS polymorphisms are associated with AE.

It is currently unclear what controls the well-coordinated
regulation of lipid processing enzymes in AE skin. It is intriguing
to speculate that members of the SREBP transcription factor
family, which has a well-described role in regulating genes
involved in fatty acid and cholesterol metabolism, may play a
key role in the global down-regulation of lipid genes in AE
patients. In fact, we found SREBPI to be less expressed in skin
from AE patients as compared to healthy controls. Another
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tempting hypothesis is that nuclear receptors, such as LXR and
RXR, may have an influence on the observed reciprocal gene-
expression program of inflammatory and lipid genes in AE skin.
Members of the liver-X-receptor family have previously been
described in regulating reciprocal expression of inflammatory and
lipid genes on a large scale [58].

The hypothesis that barrier dysfunction is a key factor in the
pathogenesis of AE was recently strengthened by work from
Palmer et al. (2006), demonstrating that filaggrin (FLG) is an AE
susceptibility gene [59]. This study and work from others spread
light on structural proteins of the cornified envelope (CE),
including filaggrin and loricrin, and their role in altered barrier
function in AE patients [14,15]. We report here that TGM genes,
which encode enzymes critical for constructing the cornified cell
envelope architecture, are differentially expressed in skin from AE
patients and healthy control individuals. TGM proteins catalyse
the cross-linking of structural proteins of the CE and lipids. This
process is important in the terminal differentiation of the
epidermis, and thus critical for the formation of the stratum
corneum, the outermost layer of the skin [60,61]. Interestingly, the
same loss-of-function mutation in 7TGM! and TGMY5 have been
shown to cause lamellar ichthyosis, a disease characterized by
excessive scaling and shedding of the outer epidermis, and peeling
skin syndrome, respectively [62—-64]. The glycine residue respon-
sible for this loss-of function mutation (G113C) is conserved in all
known TGMs and lies close to the catalytic domain of the enzyme
[62]. Interestingly, all epidermal 7GMs map in genomic regions
that have previously been linked to AE susceptibility
(TGM1;14q12, TGM3;20p13 and TGM5;15q15) [5,6,34]. It has
not been investigated if 7GMs are genetically associated to AE, nor
is it known if polymorphisms or mutations near the enzymatic
active site may affect TG activity in AE patients. Notably, filaggrin
and loricrin, which encode two important structural proteins of the
CE and identified by Sugiura et. al. (2005) to be differentially
expressed in AE skin [14], were not included on the microarrays
used in this study and thus the transcript levels for these genes are
not reported in our patient material.

Skin barrier dysfunction could possibly also be explained by
altered cell-cell adhesion function in the skin. We found genes
encoding common constituents of the desmosome complex, such
as CDSN, to be differentially expressed in AE skin. Desmosomes
are cell—cell adhesion sites that provide mechanical integrity to
tissues by anchoring keratin filaments to the site of cell-cell
adhesion. Changes in transcriptional levels of CDSN, which
encodes a desmosomal-associated protein expressed during
terminal keratinocyte differentiation, may lead to skin disease. In
fact, the CDSN gene has recently been associated to psoriasis
(reviewed in [65]), but has not been associated with AE. The data
presented here support the hypothesis that genes involved in
forming the outermost protective layer of the skin, the stratum
corneum, play a critical role in AE pathogenesis. Furthermore we
identified altered expression of stratum corneum proteases in AE
skin suggesting that not only the construction of the cornified
envelope is altered in AE skin, but also that abnormal renewal and
removal of corneocytes (the so called “desquamation process”)
may be crucial for skin barrier dysfunction in AE skin.

Finally, we asked the questions what cytobands were enriched in
the microarray data set, and if these cytobands may represent
previously known AE susceptibility regions. Interestingly, we were
able to discover correspondence of differentially expressed genes in
AL and disease susceptibility regions. Enrichment was also found
for cytobands representing chromosomal regions not previously
described in the disease that could potentially guide future region-
specific linkage mapping in AE.
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In conclusion, we have used human DNA microarrays to
identify a molecular picture of the programmed responses of the
genome to AE. The most prominent feature of the global
expression program identified in AE skin was a reciprocal pattern
of induced immune response genes and reduced expression of lipid
metabolism genes. Furthermore, we identified transglutaminases,
key enzymes involved in cornified envelope assembly, to be
enhanced in AE skin compared to healthy skin. Alterations in
genes involved in cornified envelope formation and lipid
homeostasis in AE skin support the hypothesis that skin barrier
dysfunction is crucially involved in the pathogenesis of AE [66].
We believe that further understanding of these gene candidates
may lead to new therapeutic strategies for AE patients in the
future.

Materials and Methods

Subjects for microarray analysis

Seven patients with AE, recruited and investigated at the
Karolinska University Hospital, Solna (Table 2), and four healthy
controls were included in the study. The healthy controls had no
clinical symptoms or history of allergy or skin diseases and were
Phadiatop® (Phadia AB, Uppsala, Sweden) negative. Inclusion
criteria for the AE patients were diagnosis according to the UK
working party criteria [67]. Also, the eczema lesion had to be
present in other regions than only the hands. The eczema started
before the age of one year in 6/7 patients. They all had an
exacerbation of symptoms lasting for more than six months before
the investigation. All patients suffered from allergic symptoms in the
airways, 5/7 with ongoing symptoms at the time of examination.
Exclusion criteria were other skin diseases than AE, autoimmune
diseases, immune deficiencies, malignant diseases, pregnancy or
lactation, immunosuppressive treatment, and age below 18 or above
55 years. Systemic glucocorticoids, systemic antifungal treatment or
UV therapy was not allowed for 2 months before the investigation
and topical glucocorticoids were not allowed on the test sites for one
week before the study. Antihistamines were withdrawn 5 days
before the investigation. All participants gave their informed
consent. The participant consent was written. The study was
approved by the Regional Ethics Committee.

Skin prick test and atopy patch test

Skin prick test (SPT) and atopy patch test (APT) were performed
with extract of the yeast M. sympodialis prepared from strain
no. 42132, American Type Culture Collection (ATCC) as previ-
ously described [68]. For SPT the protein concentration of the
extract was 100 pg/mlL. Histamine dihydrochloride (10 mg/mlL,
ALK, Horsholm, Denmark) was used as a positive and PBS as a
negative control. APT was performed on healthy individuals and
non-lesional, tape-stripped skin of the back of AE patients. The M.
sympodialis extract (20 pL, 5 mg/mL) was applied on paper discs in
Finn chambers (8 mm; Epitest Ltd Oy, Tuusula, Finland). The tests
were evaluated after 48 h under coded conditions (See Table 2).
PBS (Phosphate Buffered Saline) was used as a negative control.

Skin biopsy collection and RNA preparation

Skin biopsies were collected from two groups of individuals: AE
patients sensitized to M. sympodialis (Table 2) and non-atopic
healthy individuals. Punch biopsies (4 mm) were taken from M.
sympodialis extract and PBS patch tested skin after 48 h from both
AFE patients and healthy controls, and from lesional skin in AE
patients and normal skin from healthy control individuals. The
skin biopsies were snap frozen on dry ice and stored at —80°C.
Total RNA was extracted from each skin biopsy using Trizol
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Table 2. Characterization of the AE patients.
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No Gender Age (years) Asthma/Rhinitis SCORAD®  s-IgE kU/L®  Phadiatop® M. sympodialis specific IgE kU/L® SPT* mm APT'
1 M 21 =F 57 5700 + 16 5 F

2 F 28 + 57 5300 + 4,8 4,5 +

3 F 34 0 24 98 0 <0,35 6 HHE

4 F 35 + 25 7000 + 15 5 ++

5 IF 22 4F 22 140 4F 1,6 6 4F

6 M 43 + 78 4710 + 2,4 6,5 ++
7 IF 31 + 48 59 + 2,6 4,5 1FF

2SCORAD ([70].
PImmunoCAP™ (Phadia AB, Uppsala, Sweden), reference range 1.6-122 kU/L.
‘Phadiatop® (Phadia AB), serum IgE to any of 11 common aeroallergens.

papules and large vesicles [22].
F =female, M=male.
doi:10.1371/journal.pone.0004017.t002

(Invitrogen, Carlsbad, CA, USA), and total RNA was linearly
amplified according to the Ambion MessageAmp procedure (Cat
#1750). This amplification procedure is based on antisense RNA
(aRNA) amplification first described by Van Gelder and Eberwine
[69]. The amplified RNA was used as template for reverse
transcription in the presence of CyDye-labeled dN'TPs to generate
labeled ¢cDNA for microarray analysis. Due to technical reasons,
RNA from 3 biopsies did not get further processed for microarray
hybridization.

cDNA microarrays, hybridization, data filtering and
analysis

Human cDNA microarrays were used containing 41,792
elements that represents approximately 24,500 unique genes
(based on Unigene clusters) manufactured in the Stanford
Microarray Facility (www.microarray.org). Fluorescently labeled
cDNA prepared from amplified RNA was hybridized to the array
in a two-color comparative format, with AE patient- or healthy
control samples labeld with Cy-5, and a reference pool of human
mRNAs (Stratagene) derived from ten cell lines labeled with Cy-3.

Array images were scanned by using an Axon Scanner 4000B
(Axon Instruments, Union City, CA), and data was analyzed by
using GenePix 3.0 (Axon Instruments). Data was normalized and
retrieved as the log, ratio of fluorescence intensities of the sample
(Cy5) and the reference (Cy3). We next filtered the data to exclude
elements that did not have at least a 2-fold intensity over
background ratio, in at least 80% of the arrays. These filtered
genes were analyzed by the multi-class Significance Analysis of
Microarrays (SAM) algorithm [23] to select a set of ~4000 genes
that were consistently differently expressed between skin from AE
patients and control individuals, with a false discovery rate less
than 0.26% (Supplementary Table S1). An overview of the skin
tissue samples used for the multi-class SAM microarray analysis
are shown in Supplementary Table S4. The abundance of each
transcript measured in a skin biopsy specimen relative to the
common reference is represented in Figures 1, 2, 5 and 6 by color;
red for expression levels above the mean for that gene and green
for expression levels below the mean. The multi-group SAM
approach calculates a “contrast value” for each gene, e.g. the
standardized mean difference between the genes expression in the
class, versus its overall expression. “Contrast values” for 4102
genes are displayed in Figure 1A and the contrast for SOCS3,
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dSpeciﬁc serum IgE for M. sympodialis ATCC strain 42132, ImmunoCAP™ (m70, Phadia AB).
€SPT =skin prick test evaluated after 15 min and graded as mean diameter (mm) of the wheal. A reaction of 3 mm or more was considered positive.
fAPT = atopy patch test evaluated after 48 h, +=erythema, infiltration, few papules; ++ = erythema, infiltration, papules and small vesicles; +++=erythema, infiltration,

SREBFI1, LPIN1, TGM1, TGM3 and CDSN, are illustrated in the
graphs in Figures 2, 5 and 6.

The full microarray data set described in this manuscript is
available at the Stanford Microarray Database (SMD) http://
microarray-pubs.stanford.edu/eczema and at the NCBI Gene
Expression Omnibus (GEO) database http://www.ncbinlm.nih.
gov/geo/info/linking.html (GEO accession: GSE12511).

Identification of significantly enriched cytoband regions

and Gene Ontology terms in the microarray data set

2194 genes induced and 1908 genes repressed in AE (as is
illustrated in Figure 1) were analyzed for their enrichment in 624
gene sets composed of human cytoband regions [35] and 1665
gene sets composed of Gene Ontology (GO) terms [25].
Significant enrichment of AE-associated genes (P<<0.05; corrected
for multiple hypotheses using FDR) was determined using the
“gene module map method” implemented in Genomica [24]. To
test the overlap of cytobands discovered by altered gene expression
levels by microarray versus cytobands identified by genetic studies
of AE, we scored for identical cytobands between the Genomica
output versus AE-linked or associated cytobands described in the
literature [2,37-40]. Among 70 cytobands that showed coordinate
mRNA level changes in AE, 20 were previously linked or
associated to AE by genetic studies (28% overlap), whereas only
2 cytobands (3% overlap) were expected by chance alone
(P<10™%, hypergeometric distribution). Not all cytobands genet-
ically linked to AE have been discovered, which might increase the
pre-test probability of the overlap and decrease the significance of
the above findings. We note that even assuming a pretest
probability of 10% overlap (i.e. discovery of three times more
genetic loci linked to AE), the overlap between microarray and
genetic cytobands is highly significant at 10~°.

Immunohistochemical and double immunofluorescence
staining of skin biopsies

Skin biopsy specimens from an independent set of AE patients
and healthy control individuals were used for immunohistochem-
istry. Staining results from a selected set of AE patients (n = 3) and
healthy controls (n =2) are illustrated in Figure 3, 4 and 7. The
inclusion and exclusion criteria were the same for these individuals
as 1s described above. Six um thick cryo sections were prepared
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and put on glass slides, fixed in acetone and used for the ABC-
ELITE (Vector Laboratories Inc. Burlingame, CA, USA)
immunohistochemical staining method according to the manu-
facturer’s instructions. The sections were incubated with rabbit
anti-Socs3 antibodies (dilution 1/100 from Santa Cruz Biotech-
nology Inc, Santa Cruz, CA, USA) followed by a biotinylated
goat-anti-rabbit secondary antibody (1/200, Vector Laboratories
Inc.), or a monoclonal mouse antibody against transglutaminase 1
(17250, Biogenesis Ltd, Poole, UK) followed by a biotinylated
horse-anti-mouse secondary antibody (1/400, Vector Laboratories
Inc., Inc., Burlingame, CA, USA). The specimens then were
allowed to react with preformed avidin-biotin-enzyme complex
(ABC-ELITE reagent, Vector Laboratories Inc.) for 30 min. The
developing step was incubation with 3-amino-9-ethylcarbazole
(AEC) substrate for 15 min. The slides were counterstained with
Mayer’s haematoxylin. Irrelevant mouse Ig or normal rabbit
serum, respectively, were used as negative control and gave no
staining.

For double immunofluorescence stainings, the skin sections
were incubated with rabbit anti-Socs3 antibodies (1/100) from
Santa Cruz Biotechnology Inc and the monoclonal antibodies
against CDla (dilution 1/10), CD3 (dilution 1/5) or CD68
(dilution 1/25), all from BD Biosciences Pharmingen, San Jose,
CA, USA. Sections were next incubated with Alexa Fluor 488 goat
anti-rabbit (green fluorescence, 1/500) and Alexa Fluor 546 goat
anti-mouse (red fluorescence, 1/500) from Invitrogen, Eugene,
OR, USA. The sections were evaluated using a Leica TGS SP2
confocal laser scanning microscope system, equipped with an
inverted Leica DM IRBE microscope, an argon laser, and two
HeNe lasers (Leica Microsystems, Germany). Leica confocal
software was used to acquire and visualize the data. Staining
was not observed when irrelevant isotype-matched mouse
antibodies were used or when primary antibodies were omitted.

Supporting Information

Table S1 Genes differentially expressed between skin from AE
patients and healthy control individuals. Shown are a detailed list
of ~4,000 genes identified by the multi-group SAM approach to
be consistently differentially expressed between AE and healthy
skin (FDR<<0.003). This set of genes is the same genes that are
shown in Figure 1.
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Supplementary Table S1. Genes differentially expressed between skin
from AE patients and healthy control individuals. Shown are a list of
~4,000 genes identified by a multi-group SAM approach to be
consistently differentially expressed between AE and healthy skin
(FDR<0.003). Six groups were used in the SAM analysis
representing atopic eczmea (AE-L, AE-M, AE-P) and healthy (H-N, H-
M, H-P) skin biopsy samples. The “contrast value” for each gene
calculated by the SAM program are given in the table, e.g. the
standardized mean difference between the genes expression in the
class, versus its overall expression.

Gene ID Gene Name contrast-1 contrast-2 contrast-3 contrast-4 contrast-5 contrast-6
AE:L AE:M AE:P H:N H:M H:P

IMAGE:33478 FPGS Hs.335084 2.337336877 2.85102054 2.47270515 -3.14968356 -4.16691931 -3.5568147
IMAGE:982385 CRISP3 Hs.4044 -2.1088691 -2.33120557 -1.64640924 3.89010241 2.25926439 2.56875676
IMAGE:502155 PTGIS Hs.30208 2.980389292 1.13158331 2.68863679 -3.16025985 -3.51714961 -2.85134543
IMAGE:123926 CTSK Hs.63246¢ 2.814971321 2.01587231 2.36628467 -3.16760007 -4.14289794 -2.89362327
IMAGE: 138991 COL6A3 Hs.233 2.353657571 2.59859195 1.23417695 -3.55874343 -2.72201229 -2.69033974
IMAGE:1876531 CTSG Hs.42172 1.642872788 1.77926037 2.77376731 -2.25467441 -3.42234427 -2.9233902
IMAGE:2406134 MAPKAPK3 Hs.2 2.215373296 2.08665788 2.34012824 -3.99935363 -3.04141388 -2.33743956
IMAGE:357681 NCF4 Hs.47478 1.665652497 1.79234282 2.07556607 -2.34297002 -3.02287474 -2.4156058
IMAGE:428103 CD1C Hs.1311 ¢ 1.755770258 1.65486323 2.21933104 -2.80315254 -2.28616782 -2.80079367
IMAGE:124822 SHANK2 Hs.268| -2.347960335 -2.04257271 -1.65049441 2.93549181 2.49865206 3.21477372
IMAGE:857640 COL6A2 Hs.420 1.803825747 1.31147332 2.71574806 -2.99917919 -2.8835834 -2.18487109
IMAGE:2418774 MYBPC1 Hs.485 -2.05329443 -1.80283176 -1.43890648 2.28499061 2.497733 2.80009878
IMAGE:1912578 PTGIS Hs.30208 2.259755241 1.21038932 1.97135335 -2.5157284 -2.64733348 -2.50634665
IMAGE:376416 C1R Hs.524224 1.880238843 1.80316851 1.62222077 -3.34328684 -2.10681061 -2.10278954
IMAGE:823851 AEBP1 Hs.4394¢ 1.984573132 1.460248 2.47426395 -2.79376058 -3.17618121 -2.29011983
IMAGE:784178 PTGER3 Hs.445 3.010122163 0.86334025 2.03877305 -3.21563832 -2.4535772 -2.68944441
IMAGE:768497 CCL18 Hs.1439¢ 1.557692326 1.56070408 1.62244501 -1.69457389 -2.59227697 -2.41880001
IMAGE:2213769 CDSN Hs.55603 2.206490473 0.97884385 1.97795482 -2.54397458 -2.25830502 -2.44816541
IMAGE:898305 NBL1 Hs.632384 2.060587323 1.37631636 2.19393243 -3.25720693 -2.55319738 -2.08736676
IMAGE:489089 COL6A1 Hs.474 1.562189986 1.78310223 1.86926717 -2.83588862 -2.4559379 -2.06269577
IMAGE:358599 Clorf42 Hs.110 2.18222017 1.09851283 1.54253499 -2.27942359 -2.24849326 -2.32135138
IMAGE:2307518 EMILIN2 Hs.532 1.793540244 1.92440949 1.7575512 -2.49455271 -2.66357998 -2.61573091
IMAGE:299539 FGF12 Hs.58471 1.673540529 1.55141011 1.91877842 -2.94250088 -2.27811138 -2.01528672
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NRM Hs.519993
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ACSL3 Hs.4714¢
NDST1 Hs.2220
TIMP2 Hs.10483
PROS1 Hs.6401
FAM8B9A Hs.385
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Hs.569690 Trar
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CORO1A Hs.415
RNASEG6 Hs.232
CASP5 Hs.2133]
FBN1 Hs.59113]
CECR1 Hs.1703
PSMB8 Hs.1800
DAB2 Hs.48198
THBD Hs.2030 1
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SOX9 Hs.64267
IL10RA Hs.5040
DNER Hs.23407
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ITGB2 Hs.37595
IFITM1 Hs.4584
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Hs.572666 Trar
LOC642851 Hs.!
Hs.592532 3'U]

PMP22 Hs.3720]

1.374241371
1.912509355
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1.470347722
2.447958699
-1.612583072
2.210448551
-2.311069547
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2.09921174
1.799017
1.10840674
1.26641725
-1.75970009
1.21507181
-1.31436229
1.78882791
1.11669495
1.72937813
1.33925746
-1.68150881
-1.4685421
1.0795533
-1.31945641
0.21254563
0.53428211
1.15964449
1.73868883
-1.79735194

0.5135885
0.33979118
1.1029067
-1.43687011
0.83171559
1.47324133
0.90671604
0.90278041
2.52557715
1.40119298
2.00274045
-0.66510277
2.56206457
-0.74154576
1.3806178
-1.05068002
0.89741874
0.86437484
2.0022472
1.39427493
-0.39450032
1.08301369
-0.95239414
0.57667777
1.9357845
1.07361602
0.318683
-0.41387512
-0.78903465
1.65251032
-1.00236757
1.59569919
1.41120539
0.92373751
0.48350971
-0.86829246

-1.88188701
-1.63718436
-1.65805204
3.94476402
-2.30317463
-2.58301214
-2.13316924
-2.24999114
-1.7335434
-1.64960653
-2.26240039
1.81924605
-2.59521131
2.09617778
-2.46092108
1.66895066
-2.88901984
-2.23146595
-1.96565062
-2.42618581
1.99329809
-2.28783408
2.18421292
-2.29564108
-2.14577738
-2.44828989
-1.71483104
1.62543059
2.22663411
-2.33206873
1.68862527
-1.14149755
-2.04047798
-2.60515753
-1.66945738
1.60241182

-2.03091551
-1.98657985
-2.09482698
2.54050731
-2.06833697
-2.06650651
-2.07677272
-1.64341954
-2.7426144
-2.05223691
-2.09236156
2.21891148
-2.14050949
1.69574507
-1.83370668
2.20398826
-2.01930123
-1.99909635
-2.15411096
-2.28570524
1.72395349
-1.95608612
1.88707489
-1.4326588
-2.02767767
-2.07664845
-2.0009306
2.13248406
1.71708691
-2.3910496
1.75484401
-2.21024636
-1.68973729
-1.59464137
-1.69918218
2.35223494

-2.02131913
-1.87581405
-2.00669894
1.87993153
-1.04121096
-1.52866695
-1.99894552
-1.69384691
-2.06317326
-2.08965307
-1.79876116
2.37766746
-1.35235968
2.31330773
-1.79308708
1.92314146
-1.62555589
-1.64666913
-1.90211256
-1.48374441
1.77391887
-1.61568387
1.71959709
-1.56508735
-2.28290813
-1.23780064
-1.71149946
2.00994614
2.42392728
-1.97144284
1.79092181
-2.55148823
-1.57365371
-1.12786202
-1.8573181
2.16642304
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IMAGE:430169
IMAGE:486386
IMAGE:361587
IMAGE:1516938
IMAGE:1911490
IMAGE:999166
IMAGE:1635983
IMAGE:611412
IMAGE:295564
IMAGE:119133
IMAGE:342647
IMAGE:1455976
IMAGE:70692
IMAGE:897774
IMAGE:208699
IMAGE:713696
IMAGE:768571
IMAGE:1669672
IMAGE:162310
IMAGE:278501
IMAGE:756556
IMAGE:415899
IMAGE:665405
IMAGE:823964
IMAGE:2503571
IMAGE:293925
IMAGE:811024
IMAGE:325247
IMAGE:796839
IMAGE:290158
IMAGE:1604703
IMAGE:450926

IL4R Hs.513457
SLC12A2 Hs.167
ARRB2 Hs.4358
PPARGC1A Hs.5
Hs.38218 Trans
STK10 Hs.5197]
ZMAT1 Hs.4965
GPR109A Hs.52
Hs.536075 PP6

AA550710::Al
HAO2 Hs.35636
RPRC1 Hs.6435¢
RAB31 Hs.9952
MAPK8 Hs.1382
MAPKAPK3 Hs.2
IFITM2 Hs.1741
SERPINB2 Hs.51
APRT Hs.28914
KIAA1949 Hs.1(
TIMP1 Hs.52263
SOX8 Hs.24367
THY1 Hs.64351]
PMP22 Hs.3720]
FYN Hs.390567
SERPING1 Hs.3¢
IDE Hs.500546
MYOS5C Hs.4870
ITGA4 Hs.44095
KLF4 Hs.376206€
LYZ Hs.524579
BST2 Hs.11811(
LOC645638 Hs.1
PDGFRL Hs.458
LOC257407 Hs.}
HLA-F Hs.51997

PLEKHQ1 Hs.45

1.355927194
-1.851275229
1.659611642
-2.005283895
1.166013372
1.697398256
-1.88548529
1.62795069
-1.472891931
-1.901526486
-1.641838034
1.978430586
1.47357658
-2.026425747
1.788342796
1.388008704
2.108632409
1.609126721
1.410092086
1.015370902
-2.102001045
1.097045691
1.542594777
1.486684154
1.677385346
2.156166909
-1.940338396
0.592714966
2.219289743
1.270347238
1.506719358
1.660101652
1.417074793
-2.05178784
1.164855374
1.507185009

2.09401564
-0.96778233
1.75039154
-1.1167292
2.01667614
1.4451229
-1.02439863
1.21354947
-1.7812929
-1.32386439
-1.34345734
1.01541862
1.09917456
-1.11809995
1.05226949
1.55896752
0.65597549
1.41403905
1.85570204
1.85129226
-1.29222826
1.76891684
1.14996779
1.66135059
0.68911227
0.48993063
-1.15884059
2.64578427
0.61166932
1.69472949
1.65031438
0.6432325
0.69776641
-1.26687351
1.66126253
1.59856444

0.53624574
-0.86016796
0.70444927
-0.42970238
0.85325906
1.25480991
-1.4256735
1.33964078
-0.64849966
-0.9056259
-0.47139005
1.18110714
1.05828592
-0.67118601
1.67347075
0.92378978
0.91853449
1.18525442
0.79849243
0.60977845
-0.83448844
0.84840432
1.2779443
1.33975886
2.1075748
0.9940449
-1.05323278
-0.05537832
1.23518403
0.50522909
0.83071817
1.59329571
2.05452547
-0.81728944
0.89272856
1.10827863

-3.1924139
1.79344069
-1.84518303
1.60529017
-1.86325102
-2.01746703
2.0784119
-2.11423397
1.44912436
2.45360047
1.07832467
-2.5689624
-2.72699237
1.87745262
-3.1988327
-2.75560552
-0.99666015
-2.87205182
-2.37301705
-2.3301271
1.68138347
-1.93336293
-1.9793998
-2.51703011
-2.39910898
-1.94676312
2.08254478
-1.38025478
-2.06097907
-2.03829673
-1.67943332
-1.80688691
-1.7918124
2.45723149
-2.52036966
-2.40082347

-1.20182594
1.69314128
-2.10716197
1.705577
-2.183607
-2.18343766
2.10801617
-2.04622967
2.19774284
1.83339891
2.32891273
-1.98232411
-1.65551291
1.84908714
-1.66813479
-1.49807194
-2.53971079
-1.82419457
-1.75234605
-1.47927858
1.8850591
-1.63911279
-2.20770743
-2.03926604
-2.37532701
-1.69640334
1.67334971
-1.57925989
-2.14483792
-1.5524098
-2.02185223
-1.84676672
-2.10235196
1.60294048
-1.78921575
-1.86704456

-1.45098159
1.81721432
-2.04322135
1.90928045
-1.79375007
-2.08138943
1.96048969
-1.77633759
2.04503462
1.6831193
1.65994323
-1.41587121
-0.79947883
1.8292313
-1.48578936
-1.32152409
-1.75870903
-1.3200703
-1.77144362
-1.25281213
2.56801193
-1.78697349
-1.44916699
-1.84045454
-1.40977893
-1.56853597
2.20941496
-1.82901129
-1.58460164
-1.48844494
-2.07266277
-1.79296724
-1.84625427
1.93943186
-1.04550214
-1.77610445
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IMAGE:2417989
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IMAGE:814123
IMAGE:279195
IMAGE:433170
IMAGE:1695257
IMAGE:626502
IMAGE:727988
IMAGE:1030498
IMAGE:2450237
IMAGE:2417330
IMAGE:489674
IMAGE:280982
IMAGE:47783
IMAGE:2011862
IMAGE:35612
IMAGE:149547
IMAGE:1898511
IMAGE:502287
IMAGE:2569196
IMAGE:782503
IMAGE:358885
IMAGE:1915749
IMAGE:955277
IMAGE:2028528
IMAGE:417300

TMEM56 Hs.483
PLA2R1 Hs.4104
CD44 Hs.50232
RAB32 Hs.2877
HUNK Hs.10943
AA531182::A]
SEPT11 Hs.128]1
DPH1 Hs.51385
ZAP70 Hs.2345¢
LOC340061 Hs.]
NCF1 Hs.52094]
PLCB4 Hs.4721(
NCF4 Hs.47478
Hs.596939 Trar|
SMPD2 Hs.5523
APBB1IP Hs.31(Q
ARPC1B Hs.489
CD52 Hs.27677
MMP2 Hs.51361
SOCS3 Hs.5279
CD52 Hs.27677
ZNFX1 Hs.3717¢
TNIP2 Hs.36855
MYST2 Hs.2190
CLEC10A Hs.544
COX7B Hs.5226
GNB4 Hs.27054
HIRIP3 Hs.5920
EMB Hs.561411
MAP4 Hs.51794
FADS1 Hs.50354
FOXC1 Hs.3488
GMFG Hs.5210
LOC653198 Hs.!
AI261207::Al

CFHR1 Hs.5758

-1.926887934
-1.493765253
1.561505868
1.268078855
0.999947881
-1.853906991
-2.154518908
1.845834023
0.467383872
1.279823406
1.42640605
-1.853826927
1.115622451
-1.511048501
1.708365994
0.811255915
1.020450251
1.179839761
1.188510182
1.477272094
1.204745784
1.581405964
1.341577323
2.000664659
1.072622792
-1.90446009
1.396261936
1.943044786
1.878963755
1.494474994
-1.990464151
-1.817569783
1.007947894
-1.695719798
-2.14537129
1.856624274

-0.94819727
-1.70262671
1.96152166
1.93811644
1.43325322
-1.05368631
-0.56277943
1.0696316
2.83762963
1.82554051
1.63705235
-1.1761537
1.75202596
-1.22430582
1.53987613
2.03134231
2.17379047
1.69784615
0.51203057
1.6906938
1.57276855
1.52845118
1.92443604
0.88056554
1.6469046
-1.83741533
2.02236726
1.08145
1.0223702
1.36819996
-0.61655947
-1.26769494
1.87033977
-1.6463161
-1.22383389
0.34359847

-0.61809258
-0.59997083
0.46687442
0.95601939
3.064742
-0.7676703
-1.38262115
1.0766087
-0.00841454
0.66471555
0.89076259
-0.77439029
1.29847642
-1.01885329
0.81170688
0.90474913
0.35287825
0.62607719
2.13812241
0.18153251
0.78024657
0.99890329
0.73503517
1.24401679
0.79026757
-0.55625085
0.55643345
1.63533236
1.03365653
1.22072319
-0.42907872
-0.52938344
0.62784665
-0.64144493
-1.06477401
1.6885103

1.38031938
1.56671815
-2.47324166
-1.70890284
-2.74178498
2.15940831
2.57167683
-2.8695957
-1.62013792
-2.4044139
-2.84605986
1.81050663
-2.487004
1.80361339
-2.68710032
-1.72195693
-2.33483562
-1.80981345
-1.91075101
-1.52252939
-1.91499939
-2.77701388
-2.49475568
-2.1351038
-1.66250307
2.42769823
-1.93127599
-2.84598622
-1.71213251
-2.77946728
1.13824598
1.4709069
-1.88836415
2.70230306
2.5907629
-2.04542124

2.09515876
1.92476636
-1.98616361
-2.56167795
-2.24513229
1.63495011
1.89027329
-1.68566897
-1.37086853
-1.68463186
-1.7047008
1.48384336
-1.52063425
2.04163766
-1.82529035
-1.75529966
-1.59109286
-1.74320035
-1.91551495
-1.76012458
-1.62683062
-1.75883771
-1.79578659
-1.96778609
-1.71471051
1.94809961
-2.12193212
-2.34338926
-1.99307457
-1.92360315
1.8316385
1.77960857
-1.69777284
1.4322752
1.79972403
-1.85329098

1.60976538
2.05306697
-1.40872905
-1.7337364
-2.49381187
1.5266194
1.34227383
-1.16369464
-1.95599562
-1.39989455
-1.15788019
2.21860882
-1.91692988
1.53134704
-1.37460612
-1.91757716
-1.30653041
-1.54611153
-1.39719818
-1.6962105
-1.5997497
-1.37756323
-1.52727173
-1.77397641
-1.68991197
1.93232885
-1.77027748
-1.39153217
-1.93886451
-1.11684598
1.47699935
2.03911091
-1.51610282
1.68028175
1.99428835
-1.51225977
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IMAGE:488202
IMAGE:2020898
IMAGE:757222
IMAGE:487118
IMAGE:1762435
IMAGE:158123
IMAGE:50519
IMAGE:345626
IMAGE:45544
IMAGE:138139
IMAGE:795198
IMAGE:1551030

SC4MOL Hs.105
CALMLS5 Hs.180
ATAD4 Hs.3682f¢
FNBP1L Hs.134(
SVEP1 Hs.5223]
VMD2 Hs.59196)
HAO2 Hs.35636
RP11-125A7.3 H
RER1 Hs.52552]

R08912::R09(
EGF Hs.419815
BIN2 Hs.14770
FBLN2 Hs.1988¢
DNER Hs.23407
NFE2 Hs.75643
TMPRSS13 Hs.2
PDGFRB Hs.509
DAZ1 Hs.52286
GPR153 Hs.531
Hs.135087 Tran
FGL2 Hs.520984
RAC2 Hs.51760
PLOD3 Hs.1533
GTF2H5 Hs.356
ACOT4 Hs.4943
PLOD3 Hs.1533
HMGCS2 Hs.598
AADAC Hs.5069
SLC13A1 Hs.484
ATP6V1B1 Hs.64
ARNTL Hs.65734
FABP7 Hs.2677(
TAGLN2 Hs.517
LOC643790 Hs.1
SLC39A1 Hs.78f

CDA Hs.466910

-1.730544884
1.888208091
-1.842371778
-1.880858794
1.377972655
1.152712411
-1.55741609
-1.788160459
1.166761705
-1.445583086
-1.678813355
1.081891914
1.613081841
-1.793893842
1.28249245
1.028345553
1.23775455
-1.191018529
1.303721167
1.455075046
1.118875654
0.961413622
1.294041227
-1.862571731
-2.054360095
1.295210329
-1.409697574
2.54157883
-2.043585134
-2.032918896
1.18948061
-1.763271609
1.700931403
1.25688042
1.501413964
-1.527881325

-0.90186813
0.28033895
-1.13177939
-1.25515616
0.45391462
1.62097329
-1.18213153
-1.02419447
1.47125171
-1.55705266
-1.08539856
1.97899014
-0.09192042
-0.91636616
1.21079138
1.85783931
0.32398262
-1.1656066
1.12909645
1.64738704
1.42045017
1.78895087
1.58849778
-1.16503891
-1.03476944
1.67170339
-1.50703581
-0.08299853
-1.68568819
-1.26239668
1.33071076
-0.75214182
1.33334113
0.91761864
1.60132258
-1.57985143

-0.66945466
1.23712034
-0.881713
-0.96444509
2.14584035
0.95765753
-0.66690308
-0.90671348
1.14138754
-0.74224602
-1.36860849
0.46227452
2.0348816
-0.6680445
1.08609386
0.55615258
2.3501856
-1.07702786
1.56482669
0.6809604
0.88328321
0.50666668
1.25168081
-0.61568664
-0.51901745
1.25756102
-0.28678715
0.46569142
-0.70298809
-0.31278011
1.40204583
-0.52974566
0.57942069
1.68359635
0.65552106
-0.10794251

1.25750955
-1.83457965
1.98686693
1.77541047
-2.0038831
-2.17307013
1.43408167
1.41421521
-2.60438327
1.39203677
2.41281244
-1.42132868
-1.87686607
1.80875403
-0.68102581
-1.66635597
-2.34928792
1.72981099
-2.48958499
-1.90783378
-1.58588344
-1.68316979
-2.67001548
2.01837317
1.51425067
-2.36403334
1.51283111
-1.27294771
2.47377076
1.83617362
-2.07263121
1.3443153
-2.01587475
-2.27841585
-2.31114024
1.09126771

2.00514619
-1.88486692
1.55002735
2.10751418
-1.7738421
-1.54333998
2.00775138
2.12725013
-1.60935343
2.14715325
1.65091615
-1.71429995
-1.72793515
1.29764083
-2.11660596
-1.66225918
-1.79097177
1.29417784
-1.54162225
-2.02950055
-1.92591377
-1.50229292
-1.9183764
1.52895571
2.15828848
-2.0493927
1.53147035
-1.46520295
1.89946551
1.55584039
-1.92143188
1.64883302
-1.90235422
-1.83172117
-1.63675712
1.61443346

1.52278211
-1.07977442
2.02647372
2.02665415
-1.65240615
-1.64119036
1.50111723
1.8104589
-1.17001785
1.89257113
1.79334991
-2.0335376
-1.22054291
1.79405077
-2.29991131
-1.69585286
-1.14007807
1.85723368
-1.57405256
-1.56755929
-1.40129555
-1.57341738
-1.30001764
1.76369538
1.60992697
-1.60889582
1.68928255
-1.53183406
2.09940882
1.94193449
-1.53878125
1.4421539
-1.3574557
-1.25610701
-1.52560879
2.0908261
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AA531163::A]
FAM84B Hs.124
CD99 Hs.49560
PLCL2 Hs.20201
HLA-DRB1 Hs.5]
OAS3 Hs.52863
SELPLG Hs.591(
JUNB Hs.25292
TUBB Hs.53305
C7 Hs.78065 Cqg

Hs.634776 Trar
FOXA1 Hs.1634
KCNAB2 Hs.440
ACACA Hs.1605
PER3 Hs.53333¢
PDGFRL Hs.458
RAC2 Hs.51760
Hs.36190 CDN/
SCARA3 Hs.128
POSTN Hs.1363
LCK Hs.470627
PCCB Hs.63788
THAP11 Hs.632]
MYADM Hs.3809
CD5 Hs.58685 (
TAPBP Hs.37093
DOCK2 Hs.5861
Hs.643733 Trar
PPP1R1B Hs.28¢
JUNB Hs.25292
UBE2L6 Hs.425]
WDTC1 Hs.4691
SH3BGRL3 Hs.1

AA420833::A]

SEMG1 Hs.1968

VTCN1 Hs.5464

-1.785143378
-1.714399371
1.55849613
0.861457228
0.995370737
1.771225854
0.994492033
1.633468468
1.087621721
1.055055331
-1.331370145
-1.749918266
0.948144457
-1.993657191
-1.824591917
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1.09372199
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MDM4 Hs.49749
EPS8L3 Hs.4853
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ELAVL2 Hs.1661
SOAT1 Hs.4963
ITM2C Hs.11157
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TAPBP Hs.37093
ADCY7 Hs.5135
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VAV1 Hs.11623]
EIF4G1 Hs.4337
TACSTD1 Hs.54
GSTP1 Hs.5238]
SIRT2 Hs.46669
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HAO2 Hs.35636
SERPINB7 Hs.13
FARP1 Hs.40391
LYPD3 Hs.63159
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1.536520749
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1.266097492
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0.719776159
1.581076716
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1.478178617
1.447636129
-1.392711798
1.270336162
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-1.381491108
1.739893493
1.991649746
1.442610113
0.733809315
2.035050367
0.959074609
-1.177604826
1.459994264
0.75250525
1.788687572
-0.962441751
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1.211597899
1.011206556
-1.173650522
1.425950343
-1.346331048
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0.867352629
1.345810001

0.50751847
1.36109985
-1.72725479
1.2854465
0.69354701
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1.31453175
-0.85566683
0.68011205
1.14181663
-0.95060559
1.31733609
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-1.6936436
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1.10294101
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0.14970982
1.23259547
-1.79656285
1.12685587
1.80958368
1.27347164
-1.33548368
1.03819451
1.2704701
1.37029979
-1.26100213
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-1.36734732
0.51706419
1.60384819
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1.25116658
0.89294532
-0.68866846
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1.26006793
1.34411448
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0.70906733
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-0.73503749
1.51420246
1.5639081
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0.93265976
0.61132906
-0.91265031
1.76963561
0.93935452
0.87444333
0.68521523
1.09439288
1.42699065
-0.78231573
1.09888869
0.74339811
0.31228481
-1.24480319
0.81893802
1.14856124
1.01048837
-0.55851129
1.54044947
-0.76749308
1.17770636
1.39722649
0.75823691

-1.55000648
-2.90025758
1.60877981
-2.30664655
-1.89386515
-1.45550799
0.89533096
-2.74001107
-1.51080259
1.66357398
-2.11806928
-2.56647192
1.20860609
-2.28484685
-2.16276976
2.29792988
-1.6022285
-1.81048898
-2.2149491
-1.97437628
-0.71889729
-3.02089807
1.41352829
-1.94685993
-1.65064058
-1.73477111
1.78977868
-2.16208406
-2.02521171
-2.52352772
1.21955371
-1.17819793
1.75178785
-2.32863054
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2.03483085
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-1.77185614
1.83304349
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-1.47823896
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S100A10 Hs.14]
FYN Hs.390567
CTSC Hs.12806
GRN Hs.514220
VAV1 Hs.11623]
ERBB3 Hs.1186
TRIP6 Hs.53436

TRIMS55 Hs.8557

-1.657047739
1.116121629
1.970959909
-1.350033451
-1.052554884
-1.222677315
1.849512536
-1.531306631
-1.656472312
1.301279632
-1.79693782
0.804416907
-1.466863148
1.588758022
1.144709177
1.395279191
0.901474894
-1.047164107
1.226381554
0.945995513
-1.457083579
1.493116591
1.749438876
1.921434364
1.279088789
1.445074616
1.705594622
-1.633974439
1.588640082
1.220462688
0.76048633
1.169142456
0.63818853
2.342007112
1.551225126

-1.410341457

-1.07496509
0.20263718
-1.06151364
-1.31476817
-1.35198249
-1.19139372
1.04895795
-1.30297388
-0.76446864
1.27729769
-0.52508852
1.82118037
-0.93755127
1.3502125
0.16448151
0.89993221
1.66758008
-1.73595628
1.23494268
-0.02398749
-1.06159717
1.16338571
0.09803914
0.43066304
1.17605653
1.16143113
0.14162866
-0.92767242
0.89020691
1.36244527
1.79414035
1.27554218
1.86028647
0.43229903
0.99410039
-1.11101696

-0.41332138
2.16744436
1.36329549

-0.83814437

-0.75167844
-1.1859531
0.58026963

-0.28527961

-0.59779836
1.00965918

-0.43389933
0.70937163

-0.52689051
0.83733964
1.99788075
1.69762608
0.50596966

-0.26614629
0.83256968
2.30107624
-0.9840837
0.50441245
1.15224084
0.64574505
1.17213149
0.55807089

1.3962692

-0.56611416
0.83075055
1.11539558
0.76202336
0.75933189
0.78984127

0.3508556
1.40178461
-0.58187213

1.46245703
-1.36068544
-0.81805553

1.16322803

1.20265588

1.22621607
-2.40725454

1.36332197

1.79338245
-2.65292342

1.04038313
-1.74246504

1.76788963
-2.20818184
-1.29210782
-1.98879517
-1.60703148

0.67807901
-2.29063675
-1.65395705

2.54692519
-1.99760378
-1.38294048
-2.11458459
-2.61577582
-2.23091183
-1.29871116

1.30223574
-2.12445751
-2.02312939
-1.24092146
-2.33638534
-1.75294156
-1.69435751
-2.82285952

1.37274221

1.49987315
-1.54011988
-1.36373749

1.7491742

1.91672862

2.01578679
-1.47246555

1.65591407

0.92092954
-1.44303429

1.66105244
-1.54353306

1.20157328
-1.72838006
-1.38146177
-2.31145786
-1.38444588

1.64873219

-1.6860071

-1.4530837

1.68348313
-1.42515434
-1.37088343
-1.46723965
-1.48978045

-1.4889757

-1.439156

1.27546435
-1.53049084

-1.7320651
-1.54640657
-1.54868413
-1.22798976
-1.60308469
-1.63323434

1.64289525

1.65234078
-1.78663834
-0.88649576

2.13248066

1.4270196

1.86154507
-1.19332267

1.58878425

1.66434739
-1.03398225

1.3239781
-1.53911235

1.29577185
-1.51856843
-1.78756737
-1.26459668
-1.49456718

2.18055224

-0.7560546
-1.15231659

0.77771743
-1.19251089
-1.45769417
-0.75350319
-1.04232608

-0.8874597
-1.77830427

1.9724129
-1.10176032
-1.51341192

-1.9971412
-0.73112235
-1.75408276
-1.30258651
-1.11412517

1.49374033




IMAGE:1555924
IMAGE:1459964
IMAGE:50214
IMAGE:853938
IMAGE:811955
IMAGE:277414
IMAGE:796876
IMAGE:838899
IMAGE:745019
IMAGE:1898064
IMAGE:50768
IMAGE:823719
IMAGE:377191
IMAGE:859359
IMAGE:487425
IMAGE:564549
IMAGE:626348
IMAGE:810603
IMAGE:273536
IMAGE:283615
IMAGE:1609616
IMAGE:241530
IMAGE:1700163
IMAGE:32516
IMAGE:246748
IMAGE:149910
IMAGE:773149
IMAGE:1434897
IMAGE:713530
IMAGE:120701
IMAGE:1635596
IMAGE:1010307
IMAGE:450515
IMAGE:380620
IMAGE:2562939
IMAGE:809685

SCARA3 Hs.128
TUBA3 Hs.5243
CD86 Hs.17118
DYNLL1 Hs.512(
SPRR2G Hs.490
MAF Hs.134859
NEK6 Hs.19707
TRIM2 Hs.43571
EHD1 Hs.52377
RP11-125A7.3 H
ZDHHC18 Hs.52
LOC219854 Hs.]
ZNF706 Hs.3744
TP5313 Hs.5064
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FL]J21127 Hs.21
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SORBS2 Hs.481
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-0.77974771
-1.38768853
-1.47015863
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0.26150383
1.21402638
0.84208514
0.70031975
-0.64882874
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1.02119698
-0.46310702
-0.2911803
0.79462804
0.30972869
-0.81393104
0.99862086
-0.68598052
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-0.48141196
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0.16053286
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-0.54616175
0.86374011
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1.11695657
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-1.34961887
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-1.24151698
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1.38567729
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-1.19626424
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1.61994685
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ACTR1A Hs.153
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0.643365583
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1.53143918
0.7830203
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1.41453014
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0.4734456
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-1.06992469
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0.22290921
-0.67390939
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1.01121341
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1.12615384
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-0.75131909
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1.31877074
1.64442742
-0.36041324
0.91834538
-0.93018796
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1.06904137
0.79969798
-0.6731315
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0.3928728
1.08628068
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0.73982418
1.25723392
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-0.61668926

-2.07030155
-1.50896872
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-2.45500253
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-2.70322893
1.6352062
-1.99776671
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-2.35698117
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-1.39143885
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1.25284773
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-1.84850413
1.4854845
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-1.54174076
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-1.41805668
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-1.28530574
-1.34475416
-1.34377038
1.3984266
-0.62169033
-0.72949612
-0.77548371
1.86531905




IMAGE:809894
IMAGE:588661
IMAGE:1909775
IMAGE:825323
IMAGE: 1556638
IMAGE:825813
IMAGE:149745
IMAGE:131887
IMAGE:743268
IMAGE:1552374
IMAGE:814167
*mitoch. cont. IMA(
IMAGE:377560
IMAGE:1416129
IMAGE:306812
IMAGE:485854
IMAGE:1861233
IMAGE:2578396
IMAGE:1880372
IMAGE:415584
IMAGE:841046
IMAGE:261472
IMAGE:1692766
IMAGE:725152
IMAGE:624372
IMAGE:345329
IMAGE:2014138
IMAGE:810133
IMAGE:249603
IMAGE:1658925
IMAGE:985230
IMAGE:151240
IMAGE:377368
IMAGE:740476
IMAGE:166195

IMAGE:839580

ACSS2 Hs.5170
ZNF204 Hs.819¢
MRAS Hs.52702
CKAP1 Hs.3105]
ZNF592 Hs.7934
Hs.594539 **F
LOC442609 Hs.1
Clorfl115 Hs.51
DDX54 Hs.5068
PLSCR3 Hs.534]
DPP8 Hs.59110¢

140755
CD3D Hs.50404
CFC1 Hs.567541
VASN Hs.37257
SNX19 Hs.4440
EIF5B Hs.15868
TUBB6 Hs.1934
PRKD1 Hs.5089
Hs.49943 **Tra
VSIG4 Hs.8904
ORF1-FL49 Hs.5
SLURP1 Hs.103]
SLC43A3 Hs.99¢
ST3GAL6 Hs.144
ABHDS5 Hs.1938
ACSL1 Hs.4066]
TRIM25 Hs.528¢
STK39 Hs.2762]
FBXWS8 Hs.4354
TGM4 Hs.43826
SORBS2 Hs.481
AVEN Hs.55596
IRF1 Hs.436061
RNH1 Hs.53068

MLSTD1 Hs.298

-1.300794266 -0.88626903 -0.6363165
0.943681453 1.63727432 0.32161912
-1.332273928 -1.58798602 -0.53499054
1.095276435 1.44563895 0.87019506
0.977580757 0.89831045 1.46822222
-1.401927502 -1.11988033 -0.77952325
-1.583159194 -1.3626625 -0.05054009
-1.899269593 -0.98084315 -0.02826417
1.391778163 1.03801716 1.05852505
1.068769522 1.32416261 0.86256325
0.862656925 1.70006777 0.84710501
-1.098515291 -0.89900761 -1.22708691
0.756941492 1.61826156 0.2322336
1.218039577 1.32153183 0.56065679
1.401953043 0.44356434 1.61104733
1.461441785 -0.53802169 1.73804488
-0.885321542 -1.53070207 -1.59282881
1.64789293 1.25249378 -0.02876773
-1.464990536 -1.57871735 -0.31364198
1.092261221 0.72214799 1.38468127
1.396513821 0.412206 1.25914002
-1.55600277 -1.04671854 -0.48276116
1.297799885 0.25657441 1.12907576
1.047803442 1.31006436 0.83274949
-1.137346279 -1.68553149 -0.73044592
-1.447413506 -0.99719577 -0.32549391
-1.591884668 -0.67415786 -0.38722776
1.382295308 1.25485739 0.50567687
-1.629418302 -0.99434203 -0.61934461
-1.425053433 -1.13343985 -0.37078561
-1.242449511 -1.34039345 -0.54015519
-1.170756345 -1.55216171 -0.25366929
1.7977578 0.90108515 0.47703371
0.885526755 1.76563645 0.58269331
1.338113592 0.98925167 1.23016387
-1.576847346 -0.56312261 -0.33350786

0.86803888
-1.60255828
1.73270468
-2.43674935
-2.26610444
1.09078495
1.2217008
1.35814438
-2.37064953
-2.61007334
-2.73731248
0.78073624
-1.10017389
-2.41805723
-1.96963257
-0.87823924
1.83083214
-2.09795319
1.89527564
-1.50724897
-1.01166733
1.09957744
-0.80874365
-2.0856526
1.8300123
0.85154673
1.08291441
-1.8629307
1.80366577
2.10070639
1.33547124
1.88755756
-2.07077755
-2.08531663
-3.01838197
0.89543491

1.85794989
-1.41166946
1.40061542
-1.70417318
-1.37612144
1.59061242
1.52738941
1.33276074
-1.36319972
-1.19122284
-1.40941814
1.73393962
-1.19306398
-1.09480529
-1.43493493
-1.22425928
1.78414252
-1.30645382
1.5847834
-1.48430807
-1.75219798
1.77587694
-1.15365908
-1.40002761
1.68354701
1.74523268
1.59140998
-1.45165376
1.30467727
0.72156142
1.62930305
0.59549332
-1.3772573
-1.30457416
-1.18192014
1.47122751

1.3500018
-1.25922981
1.915808
-0.75819438
-1.00688871
2.07571844
1.73281744
1.66459421
-1.23400005
-0.86630608
-0.75623768
2.01546712
-1.55985871
-0.99731558
-1.37751774
-1.45518773
2.00009677
-0.91021339
1.47755526
-1.46090835
-1.52313943
1.63207904
-1.78050342
-1.09205836
1.63381474
1.4770019
1.20877409
-1.27324067
1.60147822
1.47895413
1.58468415
1.91841282
-1.19652172
-1.31522065
-0.82845061
1.26017734




IMAGE:767405
IMAGE:1069986
IMAGE:490361
IMAGE:52629
IMAGE:1350439
IMAGE:264895
IMAGE:118399
IMAGE:162722
IMAGE:1897415
IMAGE:1535957
IMAGE:309929
IMAGE:1009945
IMAGE:704237
IMAGE:2430220
IMAGE:2385051
IMAGE:198453
IMAGE:190887
IMAGE:461488
IMAGE:510736
IMAGE:359701
IMAGE:726768
IMAGE:490140
IMAGE:270127
IMAGE:752557
IMAGE:813630
IMAGE:289666
IMAGE:2015501
IMAGE:954096
IMAGE:196282
IMAGE:286446
IMAGE:502012
IMAGE:2098508
IMAGE:1536940
IMAGE:291955
IMAGE:223483
IMAGE:840663

MAP3K6 Hs.194
XKR6 Hs.125914
SDC2 Hs.1501 §
CAMK1 Hs.4348
PPM1F Hs.11271
TRAFD1 Hs.514
FLJ25037 Hs.56
PLA2R1 Hs.4104

AI301734 462
EXOC3 Hs.4814
GPR176 Hs.371

AA224758 15
MOBKL2A Hs.86

AI871056 187
SOLH Hs.63221
HLA-E Hs.11835
MYD88 Hs.8211
ARRB1 Hs.5032
CHMP4C Hs.183
Hs.99913 Betal
FL]J37543 Hs.58
DUSP14 Hs.914
NSUN7 Hs.5909
GPSM3 Hs.5200
PIM1 Hs.81170
RAGE Hs.10411
CALM3 Hs.5154
HMGCS1 Hs.397
CSF1R Hs.4838]
ZNF626 Hs.128¢
MS4A4A Hs.325
ATP2B2 Hs.2684
LOC642851 Hs.|
PTPLA Hs.11406
DUSP1 Hs.1716

HSPC159 Hs.37

0.983310009
-1.59181345
1.378668408
0.978903195
0.8622137
0.866024984
-1.190266313
-1.033907161
-1.364826389
0.999254317
1.655322685
-1.434532844
0.867816527
1.201365804
1.620584167
1.149400095
1.794057917
0.866997909
1.894621888
-1.379594746
1.176361374
2.024764567
-1.26117931
0.841192099
1.850829974
1.393853663
-1.501753404
-1.732433281
1.294777757
-1.825377299
0.831298695
-0.910210369
-1.060508662
1.114909987
1.026434671
2.075349693

1.10215282
-0.86274421
0.93028195
1.30947755
1.14197957
1.57129216
-1.36631042
-1.29233287
-1.39616114
1.2018868
0.9438976
-1.76654144
1.35275378
0.84695721
0.80878336
0.77108145
1.10264181
1.74946434
-0.59148672
-1.45739685
1.3196741
0.30424891
-0.89523578
1.74910984
0.65255662
1.25237044
-1.36129336
-0.74472636
1.24256575
-1.05251348
1.2682778
-1.53127186
-1.29173855
-0.75418233
1.48773107
-0.38064395

0.97188282
-0.47712292
0.86843554
1.22228258
1.36186573
0.77145507
-0.94481053
-0.3396144
-0.42478394
1.0446054
0.89719336
-0.10237046
1.1233211
1.06084591
1.01964072
1.33426921
0.07104897
1.33529343
1.23326872
-0.03102502
0.69865229
0.58462924
-1.36194637
0.17213062
-0.35147032
0.59093638
-0.21793946
-0.59081862
1.03835879
-0.5062789
0.71433775
-0.96312668
-0.45738208
2.24051892
0.7102451
0.89741134

-1.96733422
1.50456455
-1.98944834
-1.5236405
-2.57767945
-1.83422666
1.63473867
1.09053321
1.65442584
-2.68600339
-1.98244901
1.58538906
-2.61460656
-1.91105669
-2.23731466
-2.16127807
-2.07026673
-2.15066959
-1.2530123
1.43109871
-2.54849562
-1.62874246
2.37783744
-1.45785445
-1.37656164
-1.83704833
1.61810664
1.16979871
-1.95599982
1.40350827
-0.93804027
2.14974026
1.71389715
-1.05261407
-2.18853249
-0.92170561

-1.22599503
1.50493805
-1.6879471

-1.60269089

-1.14940107

-1.55772986
1.89880483
1.36624217
1.92599366

-1.12283851

-1.78694288
1.83575396

-1.39444185

-1.41581731

-1.46241389

-1.10822617

-1.21844208

-1.66531305

-1.24784009
1.68326088

-1.21903123

-1.33004183

1.3762659
-0.8992585

-1.61495497

-1.71833506
1.92121666
1.86595358

-1.01618369
2.19671061

-1.44251051
1.10001715
1.23403044

-1.41760627

-1.25474318
-1.6843151

-1.14971852
1.26873754
-0.87157451
-1.83409294
-0.98154154
-1.22833803
1.48233477
1.45710267
1.09204171
-0.79862653
-1.25093024
1.50843148
-0.72595845
-1.07166791
-1.21887365
-1.27905459
-1.14515198
-1.77782752
-0.99543627
1.17990908
-0.84984172
-1.26552249
1.18295225
-1.74350324
-0.32422537
-1.15262325
1.02767118
1.41851045
-2.13178024
1.34946591
-1.66173615
1.6163743
1.15217083
-0.87151979
-1.21577931
-1.05780207




IMAGE:2119167
IMAGE:280782
IMAGE:23579
IMAGE:2568695
IMAGE:79710
IMAGE:71545
IMAGE:506018
IMAGE:68894
IMAGE:986126
IMAGE:725709
IMAGE:768643
IMAGE:898222
IMAGE:811050
IMAGE:433491
IMAGE:1155709
IMAGE:2281706
IMAGE:1606300
IMAGE:786067
IMAGE:358990
IMAGE:1558326
IMAGE:995444
IMAGE:1947123
IMAGE:1090417
IMAGE:1470060
IMAGE:366950
IMAGE:1691326
IMAGE:320865
IMAGE: 285760
IMAGE:298155
IMAGE:878630
IMAGE:1915694
IMAGE:1568056
IMAGE:52076
IMAGE:50483
IMAGE:252382
IMAGE:825270

CYP4F8 Hs.2684
CP Hs.558314 C
C90rf91 Hs.522
UBE2L6 Hs.425]
KIAA0174 Hs.23
MAP4K1 Hs.954
CADPS2 Hs.126
FCGRT Hs.1119
PIP Hs.99949 Pr
PRSS1 Hs.5115]
Hs.506325 **T
ATPAF2 Hs.5288
C19o0rf6 Hs.515
Hs.579591 **Tj
CD46 Hs.51040
ITK Hs.558348
BMPR1A Hs.524
CDC25B Hs.153
LRRC56 Hs.567¢
FRZB Hs.12845]
ARSB Hs.14910
AI351836 971
MUC5B Hs.5233
TUBA3 Hs.5243
SLPI Hs.517070
AI128614 435
MARVELD2 Hs.4
Hs.587521 Tran
ACADM Hs.4450
NBEA Hs.49117
Hs.604477 Trar
TATDN3 Hs.530!
OLFM1 Hs.5224
FBLN5 Hs.3327(
H87106 9035

PREX1 Hs.1533]

-1.383676303
1.20605834
-2.400967665
1.146080256
1.017464323
0.920446185
-1.916747194
1.111580016
-1.355296557
1.633058691
-1.098288188
1.291927598
1.115085353
1.37568416
-1.139233275
0.663575501
-1.376169188
0.752877804
1.577273404
-1.213033623
-1.533348641
1.819542674
-1.590866093
1.399414491
1.157491846
-1.529481542
0.560358917
-1.171794004
-1.600325504
-1.666671717
-1.818724018
-1.353829263
1.13933122
1.167402438
-1.400276686
0.696197429

-0.60947146
0.5789366
-0.35374499
1.44463384
1.78473052
1.62172028
-0.81382047
0.53498433
-0.67776897
0.59583306
-0.99362876
1.51069719
1.20344515
0.22590644
-1.19479053
1.67128334
-1.27361577
1.47478919
0.6214428
-1.30249453
-0.51345439
1.54905881
-1.54301471
1.10833307
0.71730293
-1.4315041
2.13327587
-1.6439852
-0.50123144
-1.07761704
-1.21092621
-0.93384696
1.52004786
0.43602437
-0.97974882
1.64740028

-0.61111532
1.20959854
-0.78721436
0.42480358
0.69163895
0.59207109
-0.27430548
1.57642577
-0.57801491
0.51810187
-1.41625351
1.2372352
0.81024407
1.24908629
-0.98880131
0.33831694
-0.71787392
0.97897093
1.00377504
-0.49190089
-1.13180011
0.6331445
-0.82205382
0.80560838
1.10067571
-0.45288235
0.26653085
-0.83732524
-0.86077492
-0.11360713
-0.54029986
-1.28231876
0.7854887
1.56760158
-0.60056098
0.62995192

0.9066576
-1.16676296
1.12339901
-1.46274148
-1.70913348
-1.35074714
1.91431473
-1.95134556
1.52938339
-1.52926493
1.24732906
-2.46294673
-2.02665754
-1.99062649
1.29524307
-1.11198806
1.50094251
-1.8227989
-2.29457959
2.18900924
2.03105636
-2.61406087
2.00357055
-1.64283423
-1.84200986
1.53159313
-1.83662852
2.2132266
1.06229589
1.40127452
2.2149364
1.16083506
-1.96994797
-1.82744647
0.77595502
-1.62073065

1.63247464
-1.58779428
2.03199784
-1.74741651
-1.84927342
-1.41780393
1.10090628
-1.81750058
1.16936873
-1.33979514
1.74072354
-1.88385076
-1.36948158
-1.40350596
1.77602704
-1.33944441
1.62547166
-1.50150867
-1.64422062
1.22487345
1.42037378
-2.20833508
1.97127087
-1.58909612
-1.44420615
1.64052099
-1.46841786
1.45575323
1.79960483
1.27728932
1.67982067
2.12436204
-1.91116084
-1.51419762
1.85043935
-1.4743476

1.21448356
-1.43493336
1.96069008
-1.20691763
-1.50943406
-1.78478748
1.42351234
-0.67153259
1.07336482
-1.12190489
1.92013971
-1.40368369
-1.09446172
-0.56961131
1.66576725
-1.47375196
1.74560566
-1.24090659
-0.61399289
0.97428566
1.03352455
-1.02193691
1.75354706
-1.53670146
-0.9018208
1.83546728
-1.06856936
1.60134552
1.36640334
1.5798782
1.32509309
1.74921568
-1.08982068
-1.0229981
1.69434511
-1.20775822
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IMAGE:744939
IMAGE:824799
IMAGE:82556
IMAGE:491415
IMAGE:188232
IMAGE:268837
IMAGE:2418870
IMAGE:795543
IMAGE:510145
IMAGE:2029476
IMAGE:269606
IMAGE:140635
IMAGE:151620
IMAGE:68061
IMAGE:108377
IMAGE:1630961
IMAGE:68637
IMAGE:810326
IMAGE:781362
IMAGE:376736
IMAGE:1699663
IMAGE:246661
IMAGE:380890
IMAGE:824510
IMAGE:2236882
IMAGE:1033363
IMAGE:156386
IMAGE:1035182
IMAGE:343987
IMAGE:294018
IMAGE:530139
IMAGE:856568
IMAGE:951108

MGC7036 Hs.48

AA552459::A]
CYP51A1 Hs.417
GRAMD1C Hs.24
NOB1 Hs.27169
POR Hs.354056
CYBRD1 Hs.221
KLF4 Hs.376206€
Clorf21 Hs.497
RABACI1 Hs.114
PRDX4 Hs.8338
SGK2 Hs.47279
CYP4F2 Hs.5584
MPG Hs.459596
C90rf150 Hs.44
TMEM54 Hs.534
ALDH1L1 Hs.434
TUBG1 Hs.2796
PPM1F Hs.11271
LOC643008 Hs.!
PDIA3 Hs.59109
PLEC1 Hs.43424
Hs.62927 Trans
OCA2 Hs.13093
WSB1 Hs.44601
FAM46C Hs.356
FAM96B Hs.982
ZNF710 Hs.459]

AA621402 15]
FLOT2 Hs.51403

AA670190 12]
DPP4 Hs.36891]

N64033 4937
GNAI2 Hs.77264
C140rf92 Hs.55

ELF3 Hs.67928

1.053052092
-1.676939206
0.846879518
-0.764963149
1.338940171
1.45283696
1.186259808
1.524942345
1.772217975
1.028100859
1.270916086
-1.455486516
-1.344067112
1.058588535
0.414787279
1.230113278
-1.400322455
1.456382765
0.993140838
1.81955709
0.637310646
0.91358397
1.219475147
-1.135067729
-0.58788115
-1.67667087
1.47904323
1.50340784
-1.515183062
0.600896281
0.885127353
1.341094219
-0.846472651
1.167193236
1.493299963
-1.709597684

1.68325457
-1.50989258
1.34505583
-1.75598503
1.54775249
0.09155189
0.83890094
0.20560195
0.87973001
0.95504375
1.18737899
-0.81770513
-0.96884296
1.37282315
1.80071782
0.65577863
-0.87800155
1.17397677
0.88289198
0.10191595
1.82878434
0.62254843
-0.0276516
-1.21679961
-0.87689635
-0.26013591
1.21155633
0.45412871
-0.82625317
1.52840269
1.58897368
0.39098347
-1.39299403
1.73420791
1.27770361
-1.03452119

0.77404983
-0.76071379
1.21611608
-0.6920389
0.47052658
1.49122627
1.40990182
1.13601179
0.60229611
0.99570162
0.91612913
-0.26505665
-0.28495983
1.02418812
0.44093691
0.93792161
-0.39692202
0.94933564
1.27407126
0.8235285
-0.11723965
1.54173567
1.43757171
-1.00429673
-1.47011422
-0.85115239
0.52192647
1.59298045
-0.82170169
0.80463811
0.86290063
1.16331439
-1.00237953
0.86368683
0.68494044
-0.22264112

-1.99302852
1.92732368
-2.73031944
1.51111494
-2.35120342
-1.30677886
-1.90277567
-2.03401273
-1.48108616
-2.08270272
-1.70128463
0.89040792
0.84611841
-2.2565866
-1.59394035
-2.17821202
1.05353906
-2.43857355
-2.26062955
-1.15785695
-2.76189372
-2.35995951
-0.94386803
2.02289061
0.41738172
1.5928168
-1.88326708
-2.28807272
1.54114163
-2.38264543
-2.13850119
-1.28262198
1.4542129
-2.17235092
-2.31673155
1.65304326

-1.9498933
1.38178569
-1.08633761
1.71563006
-1.69712954
-1.8077594
-1.43011383
-0.66828927
-1.94485011
-1.40136574
-1.88555763
1.51012539
1.78735867
-1.42965342
-1.35249207
-1.17767429
1.41780293
-1.36992359
-1.35413896
-1.74734326
-0.42815613
-1.09274227
-1.60583929
1.40565181
2.06136819
1.32944843
-1.59146319
-0.97807332
1.69408939
-1.15266399
-1.39231825
-1.54609807
1.64952015
-1.85775889
-1.70798889
1.10985258

-1.12910046
2.42203056
-0.99139107
1.41972589
-0.86986426
-1.06607786
-1.46722889
-1.31352918
-1.30485585
-0.73527547
-1.24576176
1.34057498
1.19208781
-1.24111265
-0.92799637
-0.64535356
1.44229654
-1.3237117
-0.7918698
-1.00641995
-0.36254306
-0.77866642
-1.03499263
1.35462949
1.55605911
1.04688542
-1.21357716
-1.66138436
1.30405045
-0.66443667
-1.25895789
-1.22353947
1.50844138
-1.40160045
-0.98796047
1.63158388
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IMAGE:129725
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KIF13A Hs.1899
CA2 Hs.155097
ARG1 Hs.44093
C12o0rf10 Hs.50
CTDP1 Hs.4654
Hs.131034 Trarn
CD6 Hs.502710
EPSTI1 Hs.5464
SPRR4 Hs.4336]
TIMP1 Hs.52263
TSTA3 Hs.40411
UQCRB Hs.1312
INPP5D Hs.2628
FLT3LG Hs.428
SSR4 Hs.40922]
JOSD1 Hs.3094
TINF2 Hs.49619
MSN Hs.87752 |
AI091654 104
CSK Hs.77793 *#
Hs.633916 Tran
ITGB8 Hs.59217
LOC388323 Hs.
PREPL Hs.44434
MKRN1 Hs.4903
GBP2 Hs.38656]
COG4 Hs.20868
TSPAN33 Hs.27]
Hs.536417 Tran
PSMC4 Hs.2115
EIF3S3 Hs.4925
ZNF428 Hs.9904
RBPSUH Hs.479
ACP6 Hs.562154
PDE6A Hs.5673

GPC4 Hs.58367

-1.3878577
1.272151538
1.950738801
1.324555177
1.494777419

-1.286962647
0.670842484
1.080854281
0.621847249
0.724232017

0.617915

-1.577191827
1.373470372
0.325764822
0.975243319
1.592430365
1.335931462
0.932427565
-1.19965484
1.117703151

-1.3787802
1.452447832
-1.19329482
-1.15885479
1.323142814
1.461374799

-1.715077322
0.668422042

1.29549954
1.402838838
1.706371449
1.299743699
0.992633658

-1.457746452

-1.085352046

-1.166818592

-1.231181
1.55419444
-0.68983713
1.12871026
0.98679088
-0.82775021
1.54872642
1.50270766
0.83232754
1.51029781
1.49031913
-1.03868152
1.41313048
0.7138532
1.28390425
0.95242184
1.28851307
1.39514954
-1.25630868
1.26859224
-0.87991119
1.20651957
-0.96556104
-1.27597145
0.53319941
1.07490809
-1.00460032
1.5537828
0.67727773
1.17792776
0.96355033
0.24936746
1.25999714
-0.94796738
-1.05243622
-1.39507244

-0.3154824
0.31064166
0.42691946
0.94899375
0.82682916
-0.45951924
0.51518187
-0.03518821
1.45875101
0.5205935
0.62847399
-0.5502146
0.39089134
2.21378956
0.57797855
0.78475228
0.8332965
0.42879828
-0.51149952
1.10201069
-0.1916335
0.47776887
-0.52686694
-0.52853942
1.15438218
0.87199567
-0.40821452
0.80658596
1.0894256
0.35555502
0.39980216
1.02426041
0.65445498
-0.41805691
-0.77265171
-0.25881189

1.63549121
-1.52288373
-0.44043306
-2.36107333

-2.3467357

1.14564348
-1.64362644
-1.06966347
-1.75025813
-1.64728629
-2.21772035

0.62390104
-1.52840974
-1.69456277
-2.25607348
-2.35734107
-2.22963531
-2.15188266

0.98863122
-2.46953415

1.5480755
-0.82539998
1.3139337

1.53564175
-2.01203413
-2.11695872

2.08571532
-1.87887598
-1.94593309
-2.24137649
-1.87911428
-0.60435867
-2.20976668

0.90818043

1.18213687

1.02216447

1.37104698
-1.70778948
-1.32295392

-1.6266549
-1.28482766

1.45991699

-1.0740501
-1.41248609
-1.08921454
-1.11787889
-0.94472659

2.13336174
-1.37968436
-1.53075923
-1.29196199
-1.35645645

-1.5734833
-1.21134994

1.35285247
-1.37407933

1.08177131
-1.75139519

1.60954966

2.08157619
-1.30647105
-1.48607793

1.34949372
-1.51063737
-1.42154852
-1.29606946

-1.2765196
-1.85302022
-1.14753878

1.62414403

1.64172408

1.26982706

1.31637285
-1.39714782
-0.66161485
-0.87841212
-1.12432553

1.14090786
-1.25565415
-1.34920809
-1.16522828
-1.23737144
-0.78549674

1.85431549
-1.76042134
-1.10134197
-0.56315907
-1.08442114

-1.1751688
-0.66413091

1.981836
-1.11334298

0.99773216

-2.00886702
0.9733841

0.69569569
-0.90898589
-1.29138227

1.15457558
-0.95202635
-0.95346629
-0.77814772

-1.3490015
-1.14661335
-0.83970947

1.59881743

1.34863609

1.87435989
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IMAGE:788520
IMAGE:1657539
IMAGE:1618989
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IMAGE:999104
IMAGE:1475987
IMAGE:1839226
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IMAGE:2249522
IMAGE:2072912

LOC400128 Hs.4
TBC1D9 Hs.480
SLC2A1 Hs.4737
UBE2D3 Hs.518
PTPRC Hs.19201
EIF3S7 Hs.5568
S100A10 Hs.14]
INSIG1 Hs.5208
PON3 Hs.44096
MOBKL2A Hs.86
CIP29 Hs.50567
MEOX1 Hs.438 |
CLDN15 Hs.387
HMGCS1 Hs.397
C1QB Hs.8986 (
PPM1F Hs.11271
LIPH Hs.68864
TIA1 Hs.516075
Hs.568928 MRN
CSPG4 Hs.5130
T58362::T584
ALOX15B Hs.11
ANKRD6 Hs.575
ATP2B4 Hs.343"
MCF2L2 Hs.584
LOC400948 Hs.!
UBIAD1 Hs.522¢
ELOVL5 Hs.5201
MFAP5 Hs.51284
PRR5 Hs.10233¢
EXOSC7 Hs.115
Hs.458901 Tran
HN1 Hs.532803
PLEKHA4 Hs.94¢
FAU Hs.387208

AATF Hs.19574(

-1.270274899
-1.416139753
1.6317543
0.549643862
0.963101616
1.298227793
1.603182416
-1.265114376
-1.619451762
1.044754223
-1.475167168
0.951330266
0.617408815
-0.915357506
1.068859668
0.97531703
-1.052420654
-1.355243623
0.946542771
1.234054985
1.20654388
-1.392351141
-1.373602019
1.400793679
-1.496442608
1.025111395
-1.289445992
-1.330766217
1.518148914
-1.288419281
1.453551036
-0.984575383
1.362248193
1.16714861
1.091130025
1.51965304

-1.22628926
-0.65933542
0.47903724
1.45969337
1.43311075
1.21644621
0.65315516
-0.73076401
-0.66868025
1.36503946
-1.04116056
0.80418901
2.19220782
-0.8911472
0.88865379
1.18226123
-1.42559545
-1.43250927
1.40946255
1.58815736
0.21855725
-0.67053641
-1.27421254
0.91816826
-1.28987257
1.40723979
-0.77230585
-0.70935788
-0.40034274
-0.97712269
0.65209271
-1.22645032
0.80569773
1.12929843
0.96042441
1.1992386

-0.59553521
-0.98142561
0.6764707
0.5395009
-0.05294753
0.46859907
0.57972676
-0.6018654
-0.1900049
0.90294007
-0.48330925
1.2297951
1.05243617
-0.96935106
0.95749648
1.36506193
-0.5441173
-0.62062558
0.90445915
0.33135818
1.29758149
-0.37807588
-0.69775359
0.60802209
-0.4444667
0.81315751
-0.92610467
-0.59842247
1.2811187
-0.61244384
1.10780564
-0.91669435
1.15109512
0.79789912
0.86645766
0.63203687

2.0732934
1.65764555
-1.68031452
-2.12936719
-0.93136349
-2.30856718
-2.15283172
0.87912263
0.68996021
-2.4525569
2.65666742
-1.92563902
-1.95773558
1.05143298
-1.3913809
-2.13660633
1.66841643
1.90863579
-1.8232606
-1.88600977
-2.44407861
0.9615204
2.41461229
-2.20272704
1.96837177
-2.20947809
0.97438536
0.93200807
-1.02209297
1.64188585
-2.00320394
1.69744055
-1.85472224
-1.72986181
-2.1247581
-2.74356332

1.04930774
1.31212193
-1.31242609
-1.22495267
-1.15168027
-1.27266713
-1.04572824
1.57032956
1.62436401
-1.18622684
1.23728243
-1.03001878
-1.92184582
1.49023336
-1.38378795
-1.3690685
1.50932612
1.35588921
-1.37436869
-1.27557955
-1.332058
1.50282779
0.77245635
-1.15138492
1.51080674
-1.28472738
1.61745249
1.56319233
-1.15150602
1.16632954
-1.36017343
1.51473395
-1.66937017
-1.85602907
-1.39351315
-1.17898644

1.36666412
1.37022729
-1.01903508
-0.3340621
-1.44509038
-0.77652553
-0.91060485
1.29669713
1.35537992
-1.10458187
0.4846783
-1.21486499
-1.65038876
1.37977955
-1.35797194
-1.43701997
1.21942823
1.69288632
-1.46695264
-1.48592693
0.01650804
1.10257798
1.65684519
-0.88435856
1.25587765
-1.1707682
1.65842074
1.31301384
-1.10450865
1.35565237
-1.17984531
1.250232
-1.16669537
-0.85615358
-0.64213247
-0.9458338
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*mitoch. cont. IMA(
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IMAGE:2508563
IMAGE:1575419
IMAGE:1573311
IMAGE:1609795
IMAGE:470279
IMAGE:32565
IMAGE:342349
IMAGE:926239
IMAGE:486102
IMAGE:1000892
IMAGE:1461019

T52763::Al82
DHX8 Hs.46310
Hs.203961 Tran

147522
PDZD6 Hs.3914
Hs.43744 MRNA
WISP2 Hs.59214

AA975259 13]
MYO6 Hs.14938
CD300A Hs.968
GATM Hs.75335
TOB1 Hs.53155
TMEM97 Hs.199
BASP1 Hs.20164
CD1B Hs.1310 ¢
Hs.59203 Trans
ELF4 Hs.271940
RCSD1 Hs.4938
CASP4 Hs.1383]
CXCL12 Hs.522¢
DMKN Hs.41779
IL2RG Hs.84 Int
C20rf18 Hs.516
GSTP1 Hs.5238]
Hs.1247 Transc
TNFAIP3 Hs.591
FTL Hs.433670
NFKBIE Hs.4582

AA991624 87
CNTNAP1 Hs.40
PIAS1 Hs.16245
MAP3K14 Hs.40
C100rf99 Hs.29
ELK3 Hs.591015
ZNF539 Hs.4344

ZP1 Hs.172130

-1.305302498
1.542537525
-1.118050856
-1.286400902
-1.316514377
-1.972554686
0.844059738
-0.952530301
-0.478978749
0.759592121
1.184646941
-0.88882907
-1.359812346
-1.269360116
0.715012508
-1.112080615
0.86866597
0.818699549
1.183954078
0.780471574
1.223210644
0.187479391
1.154031128
1.327885192
1.562768131
0.896821303
0.915908949
0.099018007
0.814440374
-1.712027884
-1.142310925
0.484923635
1.670689511
1.666156396
-1.324663708
-1.553382763

-1.16105352
0.94289157
-1.30096986
-1.15430557
-1.40803278
0.1021727
-0.08634873
-1.75571828
-1.70787372
1.78664368
0.69936691
-1.51092467
-0.6838893
-0.97173829
1.19766704
-1.6038087
1.52481539
1.70582175
1.17531903
-0.46855991
0.55671893
1.63306889
0.79397971
0.71401777
0.91566207
1.51557886
1.06966578
1.94386567
1.5317649
-1.082525
-0.89949576
1.0599207
0.1843178
1.01334324
-0.81665813
-1.0009782

-0.68809173
1.26864518
-1.29555004
-0.58665265
-0.61561737
-0.44997787
1.89560172
-0.69210269
-0.9521517
0.16458439
1.35015297
-0.93727962
-0.5650671
-0.74064369
0.82639432
-0.17340682
0.70462861
0.23066426
0.70989008
2.19150278
1.13661801
0.76757248
1.31909206
0.66989605
0.33304424
0.23618823
0.85758739
0.84705325
0.33327207
-0.40335634
-0.586392
1.36384772
0.37205567
0.32702592
-0.37761074
-0.36845389

1.45138285
-2.86040342
2.06485279
1.83807024
1.70366254
0.4057223
-1.16972048
1.7051396
1.1038283
-1.03433723
-2.32392769
1.33163474
0.92537243
2.35746824
-1.63350581
1.74894267
-2.21113537
-1.31075583
-1.7621076
-1.02109468
-1.74039952
-1.95567668
-2.27724657
-2.17739369
-2.2346993
-1.81836812
-1.73825202
-1.40934765
-1.6057181
1.84369889
0.14253272
-2.25695362
-0.87848566
-2.10953873
0.6952778
1.1692127

1.42870735
-1.17086042
1.62759732
1.27874766
1.67062862
1.39590786
-1.15812259
1.70133663
1.80052466
-1.62555511
-1.44276131
1.84759777
1.59739967
1.22169082
-0.90952402
1.15623471
-1.19072653
-1.31944601
-0.83599896
-1.13851045
-1.32403077
-0.6370019
-1.21794211
-1.14628826
-1.27023489
-0.94648247
-1.29636683
-1.34817779
-1.32479059
1.72217075
1.90134517
-0.90720401
-1.32024188
-1.37521028
1.68287211
1.82211835

1.6795585
-1.28268629
1.55551852
1.27755761
1.48205129
1.56641516
-1.1782256
1.52102499
1.56611536
-1.36519185
-0.74702299
1.59199762
1.24911425
0.70829317
-1.3589824
1.38541512
-1.0691459
-1.44491044
-1.8281657
-1.04764085
-1.0262366
-1.09760943
-1.07569266
-0.57654256
-0.62901642
-1.14898495
-1.01572748
-1.36561665
-1.00538931
1.13015512
1.75182215
-0.85791854
-1.04885302
-0.94328285
1.30584629
1.30077776
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TAP1 Hs.352018
LRRC39 Hs.442]
BCAT2 Hs.5126]
Hs.592414 Hon
PIP5K1B Hs.534
Hs.594923 Tran
CD33 Hs.83731
IL12A Hs.673 In
Hs.600053 Trari
EHD2 Hs.63155
Hs.107384 MRN
PET112L Hs.119
CSF1R Hs.4838]
Hs.356055 CDN

AA644695::Al
MFAP5 Hs.51284
MYCBP Hs.5915
CXCL1 Hs.789 (
FEZ2 Hs.258563
SNX8 Hs.58490
MAN1A1 Hs.102
ENC1 Hs.10492
ELL2 Hs.592742
CD99 Hs.49560
ARHGAP4 Hs.31
NSDHL Hs.5769
MMP17 Hs.1595
HSPC049 Hs.45
CEBPB Hs.5171
PLEKHM2 Hs.14
TRPV2 Hs.27974
CCDC34 Hs.143
PLEKHO1 Hs.43
VGLL3 Hs.43501
CLEC3B Hs.476(

SHROOM2 Hs.5¢

0.920962846
-0.495449258
-1.475381603
-1.231063505
-1.265372517

0.719708968

0.66954106

0.369296151
-1.626213179

0.767734106
-0.638811064

1.052900248

0.979968047

-1.28091493
-1.513826803

1.540264699

1.552168586

0.398467617
-1.130497923

0.646809332

1.077391493
-1.197444492
-1.549356994

1.091402193

0.740053221
-1.192034903

1.590711721
-1.044517733

1.267686917

1.091751553

0.79131599
-1.236354508

0.558660318

1.218264816

1.524784341
-1.364915043

1.29095986
-1.38781545
-0.56297131

-1.7696967
-1.40200192

1.51177675

1.54029009

0.84107264
-0.96203165

0.81003127
-1.81611047

1.37883576

1.23009517
-1.34572047
-0.97645025

0.57988048

0.66782767

1.57945762

-1.3591793

1.85640285

0.85560757
-0.70718634
-0.90965488

0.5689498

1.85755007
-0.96446271

1.05650063
-1.13127386

0.78059151

0.3131365
1.4750353
-0.72706349

1.93460429

0.83901337

-0.4188968
-0.95088054

0.85883989
-1.86509145
-0.45475705

1.53453817
-1.16227372

1.14558889

1.04416564

1.84752915
-0.67220698

1.66631393
-0.03522428

0.45645778

0.97626246
-0.47433526
-0.83538891

1.08177186

0.54303946

0.29587931

-0.4893431

0.15277299

1.38288797
-0.91140853
-0.80928783

1.63375754

0.34843486
-0.42568555

0.37714539
-0.75355102

0.91306597

1.43203517

0.64496074
-1.00100032

0.13027364

0.99342005

1.26130756
-0.55589895

-2.27433444
1.87655025
0.72177411
0.80880804
2.30297866

-1.13332787

-1.30913485

-1.36847944

1.4018508
-1.9127314
1.3356148

-1.90725778

-2.00928269
1.20736838
2.66192486

-1.99285076

-1.63390991

-1.36601037
1.07013685

-1.71057217

-2.29203897
0.61885266
1.16193217

-1.73326155
-1.2172969
0.74039435

-1.97161953
1.64542283
-2.3388769
-2.6347866
-1.2748294
0.71192479

-1.86626362

-1.00541017

-0.76929931
0.95168915

-1.21108787
2.21002159
1.53009393
0.91866312
1.20197008

-1.99427112

-1.52175961

-1.45431655
1.51712198

-1.44041303
1.29706748

-1.32760002

-1.37006893
1.97755725
0.73744508

-1.46623315
-1.2519052

-1.08799697

1.8006468

-1.32505248

-1.04858133
1.72895949
1.93122911

-1.35746901

-1.55839715
1.69278397

-1.30637552
1.36124089

-1.06424603
-0.5512704

-1.42804126
1.80646642

-1.49508973

-1.79485408

-1.38493332
1.69692509

-0.90601162
1.06968953
1.37410763
0.85549645
1.94895508

-1.65161571

-1.78905931

-1.30216863
1.80365318

-1.09639606
1.09373037

-0.98331843

-1.15607128
1.34794654
1.38028178
-1.0733487
-1.1229786

-0.88272966
1.47541106

-0.91015986

-1.28748827
1.64839477
1.60696632

-1.44199434

-1.55625446
1.33367505

-1.16425521
1.19896244

-0.81062717

-0.71131905
-1.5028572
1.67798619

-0.54138561

-1.52742809

-1.08123314
1.51995282
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IMAGE:139009
IMAGE:970284
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IMAGE:384968
IMAGE:1456776
IMAGE:154670
IMAGE:340864
IMAGE:195117
IMAGE:564514
IMAGE:743901
IMAGE:137238
IMAGE:310519
IMAGE:486356
IMAGE:85450
IMAGE:951705
IMAGE:838689
IMAGE:491762
IMAGE:1896493
IMAGE:759173
IMAGE:455121
IMAGE:2012135
IMAGE:769901
IMAGE:141627
IMAGE:262804
IMAGE:1473289
IMAGE:785389
IMAGE:145503
IMAGE:783996
IMAGE:840530
IMAGE:1877404
IMAGE:365517
IMAGE:770192
IMAGE:141115

ELF4 Hs.271940
CPXM2 Hs.3075
PDCD4 Hs.2325
FN1 Hs.203717
LOC643980 Hs.!
IRF7 Hs.166120
Hs.59203 Trans
NCF1 Hs.52094]
GABRP Hs.2622
LY6G6C Hs.2411
Hs.445447 Tran
SEMA6D Hs.511
ZNF256 Hs.288]
ANXA11 Hs.530
F10 Hs.361463
ZNF83 Hs.4672
ACOX2 Hs.4449
ZCCHC6 Hs.136
SLC44A1 Hs.57]
Hs.594584 Tran
LOC125893 Hs.1
PYGM Hs.15408
CEBPG Hs.4296
C3AR1 Hs.5911¢
CDIPT Hs.12154
FAM46A Hs.107
GABARAP Hs.51
PPGB Hs.51707¢
CTPS Hs.47308]
CDKN2D Hs.435
TSEN34 Hs.155¢
ZNF664 Hs.524¢
LOC642775 Hs.
MPP7 Hs.49915¢
LGALS9 Hs.813]

CSF2RB Hs.592

1.070784517
1.19981162
-1.502909386
1.522819903
-0.838349326
0.9381888
-1.260283514
1.419100608
-1.397319711
1.235999131
1.180352541
2.048123078
-0.815153198
0.441718096
1.065400606
-1.321227932
-1.458212929
-1.401032359
1.637837066
1.568622328
-0.965640784
1.175921443
1.946958318
1.336054788
1.091097092
0.99495502
1.058830634
1.497657094
1.104862943
1.207088227
1.131736
-1.505758931
-1.06713034
1.88949175
0.692571082
0.803444985

1.4165186
1.44973007
-0.98157927
0.56782203
-0.88992869
1.23466222
-1.52186541
0.6776186
-1.24663028
0.34240879
1.35968884
-0.56805005
-1.77648845
1.48332409
0.50644502
-1.18555476
-0.68629295
-1.12903928
0.62994032
0.36054062
-1.43893394
0.24045865
0.82178347
0.85645983
0.27577025
0.82949728
1.19395864
0.81197499
1.45032352
1.23297823
1.06343617
-0.71745091
-1.12759717
0.4913543
1.78640351
1.45817097

0.45257906
1.02992748
-0.51097316
0.54478317
-0.86770989
0.53410651
-0.10361595
0.91089384
-0.14910892
1.16408255
0.10379336
1.1600524
-0.42121473
1.23546044
1.28620197
-0.64587705
-0.31753335
-0.70405008
0.61079591
0.9744308
-0.86200172
1.34003772
0.15185178
0.61204402
1.72093708
0.87486472
0.76655376
0.63066039
0.32447636
0.27874686
1.11010772
-0.92930869
-0.51947362
0.6265559
0.49298413
0.1432977

-1.62321452
-2.31679008
0.87665733
-0.2925586
2.71328648
-2.26207702
1.51795398
-1.90652951
1.79211628
-1.25786929
-1.02531474
-2.2451923
1.12789343
-1.68175967
-1.44392065
1.19513246
0.87743934
2.1442275
-2.57590332
-1.27594841
1.51156344
-1.50696945
-2.37494174
-0.70790789
-2.04969479
-1.97487805
-2.43372792
-2.16222868
-1.86189046
-1.81408966
-2.19133521
1.21874855
1.76383308
-1.7543301
-1.66666063
-1.3532933

-1.46960638
-1.55797425
1.68830022
-1.92710992
0.47222935
-1.0926541
1.28253028
-1.350418
1.15247104
-1.672463
-1.33492363
-0.91113876
1.8475887
-1.46475842
-1.22701251
1.81508346
1.53814237
1.12425344
-1.16541095
-1.27017732
2.34023099
-1.26900084
-1.25946667
-1.64578248
-1.46877441
-1.18628509
-0.94731983
-1.02118922
-1.0048825
-0.75280006
-1.54248685
1.75414108
1.16193617
-1.40404311
-1.14971243
-1.13018604

-1.2038576
-1.38695755
1.80049187
-1.59727335
0.49153855
-0.57217855
1.50225906
-1.02674861
1.20772383
-0.89238279
-1.57956541
-0.51384398
1.43849875
-1.28537073
-1.29458774
1.55730444
1.19809379
1.40668911
-0.4238467
-1.56565718
0.8325698
-1.023647
-0.70851899
-1.70013658
-0.68300316
-0.66909621
-0.95632836
-1.06935571
-1.37160219
-1.44164354
-0.94657085
1.52356099
1.01566403
-1.19609074
-1.51831897
-1.08806672
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IMAGE:487766
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IMAGE:857319
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IMAGE:1573665
IMAGE:325079
IMAGE:1699118
IMAGE:1631649
IMAGE:266643
IMAGE:384866
IMAGE:200402
IMAGE:28298
IMAGE:341840
IMAGE:770835
IMAGE:1506912
IMAGE:1441751
IMAGE:814620
IMAGE:204539
IMAGE:840770
IMAGE:1017720
IMAGE:565083
IMAGE:1571901
IMAGE:346360
IMAGE:110788
IMAGE:810209
IMAGE:564772
IMAGE:214075
IMAGE:357892
IMAGE:1899312

NEK4 Hs.63192
Hs.593064 Tran
PEX11A Hs.310]
LOC440341 Hs.!
NOTCH4 Hs.436
R19275 1069
SNRK Hs.47605
MS4A6A Hs.523
PPIG Hs.470544
EIF3S4 Hs.5290
FBP1 Hs.494496
SH3RF1 Hs.301
SRA1 Hs.64262
LOC644488 Hs.
CSNK2B Hs.735
Hs.556072 Full
Hs.206112 Tran
FAM83D Hs.472
Hs.106554 Tran
ADAMTS14 Hs.3
BCKDHB Hs.436
ARL1 Hs.372616
SYTL2 Hs.36957
FNBP1 Hs.1894(
CCR2 Hs.395 Ch
LTBP2 Hs.51277
AA552851 64
RGS16 Hs.4132
TBC1D2B Hs.56
LAT Hs.632179
LSP1 Hs.56729
C150rf20 Hs.11
MGC9850 Hs.50
TTC21B Hs.3106
KIAA1245 Hs.51

LOC643008 Hs.!

0.869720284
-0.837631943
-1.401164036
-0.977592585
-1.316615218
-1.136762911

1.495279416

0.916146628
-0.709604623

1.04032702
-1.271634813
-1.294387967

1.105487771
-0.887940641

1.588255128
-1.210049075

1.601299576

0.587395997
-0.922687589

0.652611923
-1.185042379
-1.142264581

1.058189941

1.032244974

0.942199048
-0.918713097

0.690707791

0.775823434

1.022916713

0.814211096

1.012965031
-1.200803264

0.890865011
-0.868908586

1.426511357

1.752813397

1.34203341
-0.95977149
-0.76723803
-1.06715034
-1.52901386
-0.87650199

0.83743918

1.27558816
-0.18252554

0.99109452
-0.53169362
-1.61096287

1.27631643
-0.89233776

0.33731847
-1.70917146

0.76333336

1.92533415
-1.17848485

1.71274789
-0.91908391
-1.69141797

1.29022697

1.31649694

1.35026016
-1.14399259

0.41065935

1.17860397

0.89760977

1.76106569

0.51253346
-0.60956171

1.40879173
-1.09193102

0.66408523
-0.37900317

0.92566274
-1.12533843
-0.4462755
-0.76346814
0.1000837
-0.99070604
0.65669488
0.47461987
-2.13467031
0.87016421
-0.70592091
-0.36756444
0.40598935
-0.61004293
0.77358819
0.25612293
0.94981035
-0.22549183
-1.14146883
0.22444848
-0.71439201
-0.35987526
0.37429132
0.72197673
0.55046038
-0.61683857
1.62144271
0.7714094
1.03795355
-0.04571914
1.45517229
-1.25826195
0.67919061
-1.36593001
1.07723777
0.88711306

-2.41726662
0.9830955
1.12291634
2.39636004
0.70462333
0.95950285
-1.59700108
-1.31149861
1.07978008
-2.531897
0.75428219
1.48945044
-2.31490665
2.24093691
-2.31079424
1.24578904
-1.85663882
-1.15138119
1.8053653
-0.53197703
0.92594005
1.7124075
-2.1561336
-1.96131363
-1.39652341
0.91534362
-1.03122487
-1.76734945
-1.9522373
-1.52711972
-2.09629813
1.34382543
-1.99533791
1.72930277
-1.23090429
-1.12160068

-1.2098358
1.23682587
1.40038395
0.82842091
1.94715537
1.69949846
-1.5128838
-1.26858656
1.63614133
-1.05492206
1.47323214
1.23136332
-1.0741511
0.60067537
-1.06208345
1.76986754
-1.44773688
-0.93984232
1.30498609
-1.89027624
1.44938843
1.41623489
-1.23103858
-1.5060287
-1.17031561
1.5634915
-1.32162293
-1.26663255
-1.31177956
-1.23349132
-0.80583128
1.22932442
-1.27924793
1.51344891
-2.02681535
-1.3707549

-0.84760655
1.88285683
1.28714717
0.79666861
1.49156029
1.59927858

-1.21006161

-1.30079184
1.29061171

-0.54801852
1.35987945
2.09666804

-0.69113525
0.59135898

-0.48246796
1.04302057

-1.42983666

-1.39600691

1.4682433

-1.40634706
1.67385097
1.57172551

-0.60331734

-0.95824145

-1.55992527
1.38627163
-1.3260063

-0.86192087

-0.91421479

-1.04515521

-1.20508369
1.71522505

-1.02388754
1.40592024

-1.22472246

-0.67725109
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IMAGE:162077
IMAGE:447173
IMAGE:1573251
IMAGE:487371
IMAGE:469647
IMAGE:813585
IMAGE:1586060
IMAGE:125134
IMAGE:470061
IMAGE:1325605
IMAGE:195162
IMAGE:1643107
IMAGE:36493
IMAGE:811048
IMAGE:685381
IMAGE:810761
IMAGE:811013
IMAGE:327165
IMAGE:810575
IMAGE:111120
IMAGE:253979
IMAGE:128795
IMAGE:1941993
IMAGE:154472

RAB31 Hs.9952

T95670 11146
ZUBR1 Hs.1480
ANXA4 Hs.4229
JAK1 Hs.207538
FADS2 Hs.50274
TNFAIP3 Hs.591
SOCS1 Hs.5064
GAB1 Hs.80720
Hs.634001 Tran
RNF36 Hs.4892]
KLF3 Hs.298658
PHLDA1 Hs.484

AA702986 21
MGC48595 Hs.5
FBX0O32 Hs.403
HBA1 Hs.44963
RBCK1 Hs.2472
Hs.128330 Tran
CD48 Hs.24356
SIAH2 Hs.47794
D4S234E Hs.51
RHOC Hs.50265
RPL10L Hs.3083
NAGA Hs.75372
PLXND1 Hs.301

AA243581::A4
CLDN10 Hs.534
AMPD2 Hs.8292
SERPINB5 Hs.54
ZNRD1 Hs.5781
JOSD1 Hs.3094
TRAF3IP1 Hs.63
ZNF138 Hs.184(
GPR55 Hs.1145¢4

FGFR1 Hs.2648¢

1.348120282
-1.487592614
1.323764881
1.441024816
1.304133394
-1.615764556
0.875247008
0.4647304
1.013627278
-0.953046223
1.217714359
1.651908381
-1.400617282
-1.607174214
-1.494211402
-1.375338085
0.201869321
0.482744079
0.971892252
0.888737497
1.61292363
-0.610602258
1.416449436
0.760133073
0.868162055
0.328665508
-1.135667256
-1.448456538
1.035524616
1.746857142
1.065027724
1.359786804
-1.509682333
-1.033437324
1.287291524
0.691864448

1.14185766
-0.51552836
0.67182683
1.04308516
0.89276681
-0.30138839
1.59998203
1.69054317
1.03066823
-1.31507931
1.63933021
0.83111058
-0.36955164
-0.90203625
-0.53761656
-0.94545708
0.81653058
1.04789204
0.96581627
1.54313577
0.49875784
-1.59911108
0.9584877
1.08072824
1.60945556
1.43092561
-1.31179386
-0.51358562
1.27015811
-0.11846905
0.77152669
1.01453405
-1.53789807
-0.8881444
0.99924467
0.51902823

-0.03824774
-0.4282172
0.8637671
0.38561964
0.69766152
-0.13812679
0.16470782
0.415575
0.90693612
-0.51335966
0.34095313
0.94573243
-1.03822306
-0.80174997
-0.24676002
-0.26505921
1.45512555
1.71900523
1.35346413
0.16217855
0.81107518
-0.48644825
0.8685368
1.03146247
0.79937002
0.91058075
-0.70263418
-0.44002119
0.7405568
0.70684981
1.15394127
0.72404552
-0.81933736
-1.2658011
0.73651102
1.79978892

-1.48216658
1.16695771
-2.0226843
-1.6120807
-1.91569163
0.76923049
-1.61780413
-1.26876548
-2.14643133
2.6418374
-2.247597
-1.51962532
0.97691866
1.9355956
0.79814211
0.38921227

-1.28827627
-2.2753938

-2.40240616

-0.85815215

-1.67408477
1.42596207

-1.55045319

-2.04139811

-1.46454035

-1.98001216
2.58980767
0.98847104
-2.0499058
-1.4642315
-2.1498876
-2.4698401
1.54216286
2.00801048

-1.43686068

-1.72939369

-1.19545831
1.3859632
-1.30550909
-1.63803329
-1.26338176
1.18505426
-0.96218043
-1.19687571
-1.47294343
0.94185595
-1.79815878
-1.69748681
1.42771408
1.69819915
1.40409324
1.76779619
-0.51375473
-1.15883413
-1.42315987
-1.65934787
-1.47669319
1.20835518
-1.74086022
-1.19707837
-1.55349557
-1.00472757
1.47742912
1.22380748
-1.10897761
-1.21948076
-0.90617699
-1.30014757
1.65189072
1.67756086
-1.25864987
-1.51667219

-1.00953234
0.98703204
-0.74490305
-0.95807552
-0.98835381
1.09410316
-1.33874378
-1.28673792
-0.58073865
0.46019453
-0.6660025
-1.68958185
1.54839947
1.13220841
1.15395661
1.6555083
-1.54447579
-1.01048279
-0.77282691
-1.33303306
-1.03058823
1.28831306
-1.35676329
-0.81214358
-1.69760303
-0.79287288
0.48224761
1.2808112
-1.22533667
-0.64243213
-1.14119362
-0.69655051
2.40148873
0.77905261
-1.65493252
-0.82000928
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IMAGE:1984409
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IMAGE:2017403
IMAGE:841059
IMAGE:795965
IMAGE:687875
IMAGE:60738
IMAGE:950592
*mitoch. cont. IMA(
IMAGE:809682
IMAGE:264868
IMAGE:713974
IMAGE:731292
IMAGE:201562
IMAGE:825092
IMAGE:1553313
IMAGE:1636876
IMAGE:2010309
IMAGE:1686766
IMAGE:649743
IMAGE:1606829

IMAGE:78041

ACSL1 Hs.4066]
COPA Hs.16212
CORO2A Hs.113
RALGPS1 Hs.43
THY1 Hs.64351]
C20rf32 Hs.212
C8orfl Hs.43641
KLK10 Hs.2754¢
NAPG Hs.46462
CCNI Hs.642729
SGK2 Hs.47279
Hs.560695 Trar
FAM89B Hs.257
COPG2 Hs.5322
CDH17 Hs.5918
TMEPAI Hs.5171
RGS3 Hs.49487
CAPG Hs.51615
CKMT2 Hs.8069
CTSS Hs.18130
EPHX1 Hs.8964¢
FRAP1 Hs.3382(

149425
TNRC5 Hs.4140
APH1B Hs.5117
CSF1R Hs.4838]
KLF6 Hs.4055 K
Hs.165062 CDN
CTH Hs.19904 *
Hs.127009 Trar
TUBB2C Hs.433
Hs.604782 Trar
RRAGD Hs.4859
SC5DL Hs.2877;
HDAC4 Hs.2051

IL6ST Hs.53208

-1.258168953 -0.70370194 -0.68538473 1.00957637 1.60290557 1.18705532
-0.516320031 -1.39875405 -1.1291946 1.2985965 1.51152212 1.47398575
1.374386057 0.57459177 0.69378668 -0.39247152 -1.39068394 -2.00754464
-1.116906402 -1.1668927 -0.62120898 1.95995829 1.1976673 1.04458428
0.67341314 1.50783793 0.72072589 -1.8980346 -1.15608472 -1.11866464
1.057119353 0.56577433 1.71609974 -1.69932624 -1.61261829 -1.26752067
-1.101024729 -1.19989767 -0.78552007 1.6620613 2.17983492 0.59138745
1.631106813 0.28803884 0.62307628 -1.55869699 -1.37357724 -0.72528961
0.863375033 0.70045177 1.52192802 -1.15215726 -1.42483936 -1.67115361
-1.101910399 -1.13043097 -0.5866387 0.28680387 2.06220959 1.73279697
-1.374648686 -0.72622521 -0.28546676 0.8446517 1.35353307 1.30995951
-1.460301397 -1.54216566 0.12534631 0.83773403 1.71485108 1.79443258
0.945192927 0.93740295 0.95921489 -2.13321155 -1.28605146 -0.60364941
-1.014818768 -1.11616086 -0.74014675 1.42315752 1.57517066 1.1233247
-1.35622333 -0.91720008 -1.10711586 2.25130279 0.99713786 1.54558929
-0.996694957 -1.24112625 -0.44742905 1.1249258 1.14789867 1.64319366
0.971871213 1.37586772 0.93881695 -2.15818352 -1.51546181 -1.02148426
1.213013457 0.3539181 1.13736178 -1.91354868 -1.14420956 -0.71434132
-1.22332555 -0.98734511 -0.40007561 1.25353049 1.0524108 1.51015922
0.857690442 1.37753828 0.48449441 -1.58838517 -1.11559724 -1.25447869
-1.589141801 -1.10353755 -0.4160788 1.65581345 1.28382444 1.61947964
-1.386841561 -0.45561086 -0.88190758 0.46465201 2.18556634 1.21584477
-1.320980028 -0.90140601 -0.70970767 1.26819503 1.13979219 1.81272643
0.551878854 1.36301778 1.32246084 -2.18183826 -1.45718106 -0.88640168
0.848069052 1.44642496 0.87956147 -1.67841005 -1.41899127 -1.44379155
0.922821441 0.93621575 0.90674828 -1.46243643 -1.37644499 -1.08310971
1.277718135 0.98985755 0.56958109 -2.51278894 -0.8342019 -0.76634905
-1.209336772 -0.84718773 -0.49177633 1.09652095 1.33023342 1.27275279
1.595582315 0.56673996 0.38321673 -1.74763398 -1.36330773 -0.61156261
1.491042902 -0.0662243 1.34457735 -0.94012832 -1.72027868 -1.15754259
1.390958764 0.77441177 0.61202545 -2.22951807 -0.98556938 -0.79800016
1.548558315 0.50829693 0.74505745 -1.17449703 -0.93474607 -1.90736159
-1.467588493 -0.92875236 -0.27716707 1.1482741 0.90396473 1.8887313
-1.069191308 -0.80318781 -0.89223865 0.95930084 1.61617054 1.3483956
1.553550636 0.48506485 1.14548 -1.78461493 -1.63968734 -1.06547095
1.219536209 0.65232175 1.0384697 -2.26797863 -0.97931159 -0.85858384
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IMAGE:1469115
IMAGE:1609752
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IMAGE:2107532
IMAGE:897509
IMAGE:731469
IMAGE: 844680
IMAGE:756731
IMAGE:489495
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IMAGE:1899317
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IMAGE:824523

SOCS3 Hs.5279
Hs.592881 CDN
FREQ Hs.30176
ITGAX Hs.24847%
FL]J20273 Hs.51
F12 Hs.1321 Co
ADNP Hs.57035
148100
Hs.592775 CDN
C3o0rf52 Hs.434
FLJ39575 Hs.39
FBN1 Hs.59113]
ARHGDIB Hs.50
AP2A2 Hs.1912]
TOMM40 Hs.110
NAV2 Hs.50211
CSNK1A1 Hs.52
ITGB7 Hs.52445
Hs.173030 **(
PLEKHB1 Hs.44]!
TRA@ Hs.74647
MAP3K3 Hs.292
Hs.579591 **Tj
UBE2R2 Hs.111
Hs.692 **Trans
RPLPO Hs.44822
HIG2 Hs.43321]
SLC9A9 Hs.302]
FRZB Hs.12845]
T65992::T645
AA732944 55
GNE Hs.5920 Gl
Hs.88045 Trans
140317

GIB7 Hs.146727

JAK3 Hs.515247%

1.057900387
1.345309149
1.411853014
0.703196562
-0.943733266
1.627666025
1.047204722
-0.972830054
-1.401593947
1.124491947
-0.761020163
0.973866776
0.508245965
0.728394373
-1.50888565
-1.334587541
1.74895675
0.825958661
0.522765133
-1.696465287
0.616756851
0.831325023
1.34548201
1.48295083
-1.284803935
0.963045289
-1.061219343
1.068165931
-1.330367978
1.236200247
1.579979133
-1.584971791
-1.639533398
-1.338853226
-1.342638425
0.480043164

1.24697874
0.88167107
0.87174731
1.24875489
-0.6245386
0.58572467
0.69854009
-1.09117401
-0.98438957
0.652841
-1.39668232
0.75582714
1.67369538
1.19485293
-0.48231564
-1.18089398
0.95875117
1.63989312
1.42785319
-0.53265846
1.59241793
1.28202878
0.27814413
0.78220061
-0.8469424
0.80195727
-0.74118384
0.3174459
-1.17198643
0.90200018
0.37841616
-0.67753454
-0.84193345
-1.03932142
-0.56888613
1.61319812

-0.10342945
0.40703142
0.34933472
0.50386536

-1.34161313
0.53216302
1.12360745

-0.49816614

-0.24744536
1.23161267
-0.8881526
1.11922653
0.31702699
1.47168881

-0.13234859

-0.12828048

-0.64456449
0.20327656
0.98806601

-0.33143251
0.19406047
1.31583156
1.14359234
0.49862215

-0.46962468

0.8431958

-1.17608357
1.79908436
0.13712207
0.64770083
1.27029795

-1.00075066

-0.64196537

-0.02780518

-1.01312577
0.24264464

-1.24611652
-2.1962178
-0.25898261
-1.07006077
0.82671015
-1.833546
-1.5083165
0.82515273
0.93124467
-1.47898133
1.36617784
-1.01803587
-1.40251201
-2.28046151
0.70983682
1.12788327
-0.88448923
-1.91095154
-1.79822572
1.57589671
-0.93821989
-2.37184066
-1.63890324
-1.89929595
1.13870563
-2.18735313
1.31500133
-1.47421818
1.25876767
-1.8881862
-2.00974186
1.82611072
1.43980459
1.14792341
0.62563468
-1.55613814

-0.98635468
-0.8406658
-1.37318344
-0.86764514
1.69760257
-1.25971109
-1.68829521
1.62868403
1.56844548
-1.3710612
2.03967704
-1.49677507
-1.33569673
-1.10902947
1.31713258
1.31062867
-1.1307127
-1.15038984
-1.12921156
0.73119821
-1.24632339
-1.51620775
-1.42181757
-1.18010492
1.09045977
-1.0420173
1.72899115
-1.37720484
1.05027671
-1.38112404
-1.2766749
1.30508925
1.47632473
1.22346904
1.1100219
-0.93178587

-1.09556068
-0.81237601
-2.22990283
-1.62005296
1.50511149
-0.89203273
-0.8265148
1.264877
1.38859182
-1.35547273
0.94088959
-1.4787631
-0.93098702
-1.33499098
1.12526829
1.49506094
-1.24065435
-0.89153199
-1.23357272
1.45088133
-1.37179449
-0.92677174
-0.80420884
-0.94160397
1.55548494
-0.47212816
1.12971676
-1.47585018
1.27308465
-0.74761645
-1.23904863
1.51349784
1.60852766
1.230626
2.39803746
-0.95524372
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IMAGE:1708311
IMAGE:986259
IMAGE:727305
IMAGE:244044
IMAGE:435371
IMAGE:724888
IMAGE:810205
IMAGE:206795
IMAGE:262060
IMAGE:49630
IMAGE:1700097
IMAGE:1869574
IMAGE:148469
IMAGE:704532
IMAGE:111750
IMAGE:1879740
IMAGE:320254
IMAGE:840942
IMAGE:209143
IMAGE:175123
IMAGE:381023
IMAGE:207255
IMAGE:595001
IMAGE:230376

IGFBP3 Hs.4502

AA229609::A4
FGR Hs.1422 Ga
Hs.146276 **F
COMP Hs.1584 (
FCER2 Hs.4657]
UNQ338 Hs.208
C13orfl Hs.442
Hs.27688 Full-|
FCGBP Hs.1117
TMEM25 Hs.564
DYNLL1 Hs.512(
TARDBP Hs.300
Hs.136418 Trarn
UXT Hs.172791
C1QC Hs.46775
Hs.633766 Tran
CYP4B1 Hs.436]
Hs.264606 Full
ASGR2 Hs.1624
LOX Hs.102267
CACNA1D Hs.47
ACADS8 Hs.1479
C20rf18 Hs.516
TYROBP Hs.515
NMI Hs.54483 N
Hs.445588 Trar
Clorf45 Hs.149
BRP44L Hs.1727
HLA-DPB1 Hs.44§
ALDH6A1 Hs.29
MAPK7 Hs.1501
ZNF540 Hs.121}
ABCF3 Hs.3613]
CRISPLD1 Hs.43

CFB Hs.69771 Q

1.367100789
-1.87767513
0.876368623
-1.159935732
1.864992613
1.217216801
1.290341847
-1.025350627
-1.352134113
1.511690373
-1.035093971
1.684145968
-0.944215357
-0.901355549
1.441788773
1.094639414
-1.012968966
0.459832912
-1.364055708
0.624910174
1.313180882
-1.227484496
-1.318080291
1.171418699
0.751807218
0.899822079
-1.446633746
1.227015355
-1.099483778
0.66909811
-1.372417646
1.5844017
-1.55602374
1.293291446
-0.989952256
0.208626282

0.59401378
-1.21303644
1.57119999
-0.90814005
-0.42846325
0.70869332
0.70442855
-1.67681517
-0.95626769
0.8349148
-1.30083279
0.96863853
-0.83921027
-1.96721077
0.49452224
0.72707356
-0.92597223
1.21732821
-0.71125399
1.37526482
0.47527685
-0.9719762
-0.92010862
1.30053874
0.72777299
1.32841304
-0.50162507
0.19433218
-1.00657143
0.94510405
-0.76411276
0.61400906
-1.01939931
1.05399204
-1.05026139
1.27268982

0.44439749
0.04156245
0.37609004
-0.41205838
0.39158182
0.61970609
1.36015279
-0.18496137
-0.4457885
0.61848119
-0.5711993
0.79356757
-1.24662999
0.02070382
0.84092671
0.88429516
-0.65389655
1.0748932
-0.76259484
0.55391918
1.2964228
-0.73435349
-0.24117576
0.96210832
1.21903261
0.24899876
-0.44070559
1.09477584
-0.63359471
1.15838138
-0.48852712
0.98505889
-0.55512873
0.71674683
-0.64722309
0.86862693

-0.89206886
1.65573834
-1.57980423
0.89893572
-0.92990099
-0.37935074
-1.96552847
1.58295052
1.09526295
-2.31262428
2.32889695
-1.12345954
1.17611727
1.67277941
-1.99381651
-1.04864511
0.82230679
-1.60013347
0.85768821
-1.57652924
-1.55220448
1.47250814
0.4358863
-1.53814831
-1.16576364
-1.4927473
0.75566689
-0.7934423
0.98345347
-1.62253534
0.77467176
-1.48811507
1.82440873
-2.1590199
1.62461545
-1.94141489

-1.63324779
0.98363179
-1.18728054
1.60793936
-0.93636143
-1.9358515
-1.35779925
1.21952637
1.29319617
-0.98654787
0.87835672
-1.87702588
1.41902903
1.27702548
-1.32666717
-1.28060957
1.38161028
-1.36220226
1.34714163
-1.02972825
-1.55220448
1.10466745
1.77266293
-1.77693544
-1.12250203
-1.11177755
1.64693352
-1.51088008
1.66847466
-0.79828122
1.73514653
-1.24920381
1.55217734
-1.28251626
0.93389256
-0.70039805

-0.97185206
1.94474415
-1.3743807
1.11031157

-0.77800889

-1.34829555

-1.36901887
1.48197352

1.6313792

-0.99383709
1.01063559

-1.97065079
1.63827964
1.32716482

-0.63514122

-1.50868373
1.52186541

-0.89702245
1.86137825

-1.08640397

-1.19880613
1.63995732
1.45020384

-1.59548781
-1.4548954

-1.04907628
1.07066978

-1.19616871
1.29914807

-1.44846341
1.30563622

-1.79162086
1.18045941
-0.9753226
1.31084133

-0.66594489
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IMAGE:2351095
IMAGE:136772
IMAGE:156437
IMAGE:745397
IMAGE:1526847
IMAGE:1519744
IMAGE:595420
IMAGE:1516913
IMAGE:283744
IMAGE:1586103
IMAGE:232614
IMAGE:841238
IMAGE:626585
IMAGE:45607
IMAGE:1416278
IMAGE:841195
IMAGE:490232
IMAGE:2409635
IMAGE:1607229
IMAGE:854897
IMAGE:235164
IMAGE:263815
IMAGE:32273
IMAGE:742763
IMAGE:1584411
IMAGE:840788

GLT25D1 Hs.41¢
140615
SLC10A3 Hs.52]
Hs.634838 Tran
Hs.442676 Trarn
Hs.596145 Tran
NUP62 Hs.5744
CYFIP2 Hs.5197
C170rf27 Hs.19
ZNF710 Hs.459]
TMPRSS2 Hs.43
AMMECR1 Hs.48
ATP1A2 Hs.3411
DDA1 Hs.64260
C180rf49 Hs.53(
Hs.129798 Tran
ECHDC1 Hs.486
Hs.532593 **T
LOC145783 Hs.f¢
GPR143 Hs.741
Hs.601468 **Tj
Hs.362807 MRN
SYNJ2 Hs.4344¢4
IGSF4B Hs.3656
AA825324::Al
FRAS1 Hs.36944
IRAK1 Hs.52281
COL6A2 Hs.420
HDDC2 Hs.3282
Hs.633467 Tran
YIF1A Hs.44644
Hs.592775 CDN
NBEA Hs.49117
FCHO1 Hs.9648
AA971543 134

TMSB10 Hs.446

1.146539384
-0.945120151
1.198574256
1.031291127
-0.986757949
-1.809486574
1.109013439
0.546683486
0.49515656
-1.088603338
-1.361016462
1.419637402
-1.286722467
1.100904726
-1.17906775
-0.901593377
-1.341286431
-1.296908053
-1.415741659
0.542632789
-0.883281794
0.729650247
-1.315929659
0.517100858
-1.143519852
1.28938404
-1.144853895
0.845144035
-0.852746398
1.197922838
1.166791102
-1.302246616
-1.182869113
1.025148653
0.616367801
0.691674723

1.07672044
-0.92760361
0.46841739
0.73766841
-0.93220305
-0.51971387
1.57038776
1.82936946
1.65497441
-1.02577332
-1.30181669
0.7739265
-1.27871365
1.16866393
-1.09874057
-1.16197055
-0.78702627
-1.26099474
-1.05416311
1.21323931
-1.31296583
1.40538102
-0.23215627
0.01931534
-0.92826335
1.3067472
-0.95524501
0.45640177
-1.09751992
0.50643757
1.08250065
-1.02996859
-1.2415744
0.72374463
1.29898084
1.44552855

0.62894829
-0.97104463
1.18396013
1.02994114
-0.56862104
-1.04009615
0.27134091
0.16622729
0.10319172
-0.59740686
-0.0635547
0.41124181
0.45383688
0.73210104
-0.56858121
-0.67400444
-0.67701402
-0.8894117
-0.13963933
1.02630774
-0.24348199
-0.01715081
-1.64792856
2.11246266
-0.78306248
-0.13555237
-1.64473188
1.49986786
-0.66219153
1.31689898
0.48436266
-0.2330573
-0.66664132
1.07621004
0.62616315
0.32716066

-2.17847138
0.98222502
-2.15267545
-1.81060555
1.12266883
1.83728983
-2.39775864
-1.52758395
-2.13204141
0.88647084
1.08763428
-1.89977183
0.92156911
-1.23316661
1.64354756
1.32426983
0.71682432
1.79989666
0.95108048
-2.16943172
1.24912508
-0.95574974
1.35707949
-1.10575135
1.90079212
-1.43605282
1.976367
-1.59932873
0.88343482
-2.05885838
-1.85895236
1.01261467
1.99128795
-1.74782747
-1.91159622
-1.70415752

-1.10325967
1.69689995
-0.87366478
-1.16812304
1.36024662
1.85965583
-1.18051574
-1.46100856
-0.73107331
1.50156679
1.16558065
-1.11603518
1.4527625
-1.87493446
1.17547157
1.50496677
1.6804812
1.32224964
1.26859185
-0.93966958
1.10589064
-1.11579124
1.53621558
-1.41358613
1.39633867
-1.22769494
2.09271791
-1.07759568
1.48014078
-0.96906997
-1.36050403
1.27232237
1.11032988
-1.22421185
-0.99328272
-1.1001662

-0.83934406
1.34376646
-0.95409741
-0.96213714
1.10630236
1.09697521
-0.78000356
-0.78327102
-0.49107139
1.53028594
1.82047817
-0.7885911
0.90652647
-1.21137822
1.30841986
1.10861485
1.64143105
1.82647251
1.65973398
-0.80759153
1.24370821
-1.10956741
1.48874452
-0.92586513
0.78937211
-1.06100863
1.13697829
-1.15022911
1.38956329
-1.17473599
-0.75993458
1.50470739
1.36834909
-0.99656316
-0.75084795
-0.81043202
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IMAGE:2017821
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UBIAD1 Hs.522¢
MSN Hs.87752 |
RGS20 Hs.3687
NFXL1 Hs.51861
CD36 Hs.12094
GPD1 Hs.52441
TNFRSF12A Hs.]
TAP2 Hs.502 Trg
Hs.469369 **Q
CALML5 Hs.180
PHC2 Hs.52427

R26462::R284
HMGCS1 Hs.397
CCL2 Hs.303644
INPP1 Hs.32309
TBC1D22A Hs.4
BLMH Hs.37191
CXorf40B Hs.54
AKR1B10 Hs.11
Hs.634728 Trar
HLA-A Hs.18124

AlI344419 946
TNFRSF1A Hs.2]
AKAP13 Hs.459]
DOPEY1 Hs.520
KIAA0232 Hs.79
DIRAS3 Hs.194¢
TPP1 Hs.523454
DOPEY2 Hs.204
MAP1A Hs.1943
NTHL1 Hs.6619¢
SLAMF1 Hs.523f
WDFY4 Hs.2873
TEAD1 Hs.5681¢
CHD3 Hs.19161

DGAT1 Hs.5219

-1.651596363
0.826095678
1.464703509
1.017369924

-0.736432592

-1.290761441
1.355733592
0.903205477

-1.080800664

1.30863975
0.500431913
0.276057716

-1.105608126
1.040864915
0.874636726
1.010007537
1.289763035
1.329712283
1.047148921

-1.566933359
0.672920198

-0.902186019
0.886885195
1.755593702

-0.735403152
-1.03085633

-1.028316215
1.055741002

-1.076595089
0.369327439
0.896379051
0.836659089
1.180710627
0.676692402
-1.46322323
0.682953752

-0.47107059
1.17278877
0.76346074
0.15639983

-0.95591822

-0.76708455
0.83648853
1.42941676

-1.58754869
0.15167973
1.14504872
2.05307502

-0.67775935
0.89189808
1.21687448

1.1827093

-0.57564312
0.68149177
1.14856726
-1.0599966

1.2476947

-1.64342876
0.61726005
0.73603556

-1.24933471

-0.34501187

-0.99861294
0.79450646

-1.06789666
0.88758689
0.94831191
1.32218161
0.85712538
0.77805257

-1.15643327
1.16248689

-0.16696498
0.35707348
0.21235188
1.55815596

-0.85032784
-0.1601023
0.05341083
0.14622203

-0.26317127
0.96404227
1.25431913

-1.04444425

-0.70324363
0.30957317
0.68281458
0.86493806
1.43280419
1.17531794

-0.08463992
0.04224206

0.6241735

-0.76086497
1.67393382
0.67034591

-0.72585871

-1.77767207

-0.42465435
1.01210768

-0.75649304
1.86484421
1.53125825
0.14489324
0.63484721
1.43501663

-0.64084858
0.95562946

0.37097685
-2.04145082
-0.74996481
-1.23481028

0.84178774

0.82882202
-0.64055319
-1.44049518

1.73649059
-1.42040479

-1.4719383
-0.56512773

1.05544098
-1.79009748
-1.92389629
-2.21001679
-0.98621928

-2.0165788
-1.07171602

1.52189281
-2.16584742

1.58384712
-2.38296161
-2.04448424

0.93726053

1.89830266

0.76907442
-2.30414098

1.29002895
-1.31536521

-1.6538489
-1.17121959
-1.06369529
-1.37810348

1.81654415

-2.3009647

1.55963017
-0.95063596
-1.30229279

-1.3783053

1.42016204

1.21670008
-0.80923767
-1.16114356

1.31799644

-1.2740301
-1.18716703
-0.68864438

1.24993809
-0.68300303
-1.42828533
-1.43372237

-0.8981529
-1.22005329
-1.25962005

1.4172499
-0.92717199

1.61056749
-1.05409484
-1.42864375

1.88986939

1.15845506

1.42026151
-1.21164514

1.75974391
-1.60183953
-1.75122301
-1.13520556
-1.45573126
-1.24483363

1.25315691
-0.95239528

1.46209964
-0.45258174
-1.55542863

-1.095234

1.33948624

1.24137477
-1.90530586
-1.08007215

1.27700109
-0.70109716
-1.37701454
-0.93437169

1.24872669
-0.81301045
-0.63860341
-0.72650866
-0.97781294
-1.24932142
-0.85643832

0.94844966
-0.56811981

1.57508878

-0.9115787
-1.10224829

1.05730026

1.22913466

1.38187575
-0.52471968

1.11258107
-1.29922202
-1.27603735
-1.11295245
-1.33088648
-1.35295114

1.66084441

-0.7093378




IMAGE:448325
IMAGE:1570786
IMAGE:78921
IMAGE:84955
IMAGE:460159
IMAGE:180147
IMAGE:126320
IMAGE:1989716
IMAGE:76480
IMAGE:133456
IMAGE:969854
IMAGE:502518
IMAGE:2569029
IMAGE:1659082
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IMAGE:964748
IMAGE:23548
IMAGE:186623
IMAGE:232860
IMAGE:754085
IMAGE:194384
IMAGE:269997
IMAGE:134172
IMAGE:205527
IMAGE:796505
IMAGE:1913850
IMAGE:154185
IMAGE:36491
IMAGE:1704828
IMAGE:785933
IMAGE:345849
IMAGE:754491
IMAGE:2312765
IMAGE:1703455
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AGPAT3 Hs.248]

AA932088::A]
ASPN Hs.43565
SEC24C Hs.819
TBX19 Hs.5079]
AGPAT3 Hs.248]
JUP Hs.514174
KALRN Hs.8004
RBM25 Hs.5311
WSB1 Hs.44601
CALM3 Hs.5154
LAMB2 Hs.4397
EIF4G1 Hs.4337
Hs.559426 CDN
GLS Hs.116448
Hs.404330 Trar
SCGB2A2 Hs.46
Hs.593532 Clor
GNA12 Hs.4873
THSD4 Hs.3870
GTF2F2 Hs.5859
BTF3 Hs.59176§
CTNS Hs.18766
UBE2Z Hs.5142
SSBP2 Hs.1027]
Hs.12680 CDNA
PSMB10 Hs.966
EIF4A1 Hs.1296
PCCB Hs.63788
WBSCR17 Hs.48
SRPX Hs.15154
LOX Hs.102267
CTSS Hs.18130
CFH Hs.363396
EDG2 Hs.12666
RERG Hs.19948

-1.278832947
-0.978485069
1.387742827
1.063266701
1.741068556
-1.536087279
1.474765718
0.738376286
-0.732329841
-0.997442897
-0.829146688
0.867230078
1.420383161
-0.957874194
-1.061838586
-0.972763999
-1.473802298
2.378073953
1.205959311
-1.015303917
1.954044048
1.021035381
1.125083976
0.82301737
1.332849775
0.732552398
0.483583421
0.859141135
-1.706749242
-1.327170496
0.769137009
1.051243999
0.955401501
1.127359647
1.140437468
-0.887543711

-0.62744724
-1.27542557
0.76015852
1.14820619
0.45443426
-0.35183681
0.41985462
0.88478418
-0.64988309
-0.38729306
-1.22511629
0.32136111
0.70863519
-0.95250761
-0.77554476
-0.99064071
-0.47166288
-0.02194527
1.09330947
-1.19157356
0.49528464
1.38423936
1.0284888
1.14994651
1.630613
1.18794504
1.41803791
0.9724813
-0.5304682
-1.11772183
1.04729828
0.86437932
0.97884754
-0.36470023
0.95113566
-1.46670566

-0.48357271
-0.51173172
0.35502093
0.55278036
0.61513641
-0.40099856
1.07284459
1.44719245
-1.42344867
-1.12691036
-0.81677264
1.4986058
0.61749673
-0.66575294
-1.03517012
-0.480082
-0.17388431
0.25912494
0.52104826
-0.50016489
0.24110687
0.3394938
0.92344155
0.77691198
-0.10981302
0.84252338
0.66075599
0.97467498
-0.67801565
-0.36273243
0.72196086
0.62416862
0.65177531
1.63026376
0.5552624
-0.22564434

0.79549683
2.05077198
-1.16332258
-1.94507775
-1.50781019
0.62269416
-1.9027959
-1.78261625
0.87412712
0.10049723
1.56585069
-1.95697383
-1.86212035
2.99600391
1.51147225
2.27060664
1.20206065
-0.81017974
-1.27616736
1.30295021
-1.22511211
-2.24913571
-2.31219496
-2.08937638
-0.93275612
-1.37751573
-1.9697334
-0.89817982
0.81151096
1.75830067
-1.4446929
-0.82853785
-1.78697898
-1.03196406
-0.90983397
0.95522129

1.5049937
0.71724623
-1.53964879
-1.16151094
-0.99163082
1.61020968
-1.34105574
-1.51756747
1.3419228
1.75253546
1.10801084
-1.08091139
-1.32179948
0.31002684
1.00473872
0.75287436
1.04608857
-1.62389985
-1.81688661
1.184238
-1.55664834
-0.7309787
-1.28888982
-1.07715347
-1.03325121
-1.51776985
-1.04228732
-1.51679775
1.95588194
0.95777997
-1.1042235
-1.23554447
-0.88969701
-1.20681482
-1.5923168
1.25831042

1.16339565
1.2525124
-0.96265682
-0.90159609
-1.56273371
1.10023049
-0.93913461
-0.94354754
1.63658031
1.63270919
1.42849873
-0.61825881
-0.78147862
0.39173313
1.5338267
0.52172856
0.88740394
-1.42401961
-1.00715953
1.44833412
-1.19361617
-1.05216496
-0.78357631
-0.76405595
-2.34192055
-1.03861479
-0.66635628
-1.5507998
1.43595284
1.40467338
-1.07818761
-1.58956344
-1.03941671
-0.94303995
-1.32928692
1.59989777
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IMAGE:276920

PAG1 Hs.26617]
PTP4A3 Hs.4366€
ELL Hs.515260
N45230 9406
Hs.178393 **Tj
SUSD1 Hs.4948
CD163 Hs.5046
Hs.540405 Trar
OPRS1 Hs.5220
GBP1 Hs.62661
Hs.113577 Clor
ROM1 Hs.28156
DUSP22 Hs.291
CGI-38 Hs.5344
H20826::H20
MEGF10 Hs.438
SEC13L1 Hs.166
CTLA4 Hs.24782
FAM59B Hs.187
COL15A1 Hs.40
EML1 Hs.12451
RNF20 Hs.38874
NFKBIA Hs.8137
UBE2D4 Hs.191
ANTXR2 Hs.162
FAM46A Hs.107
LY6G6C Hs.241]
Hs.544119 Trar
Clorf187 Hs.37
PANX1 Hs.5919]
EVI2B Hs.5509
FAM50A Hs.542
CAMK2N1 Hs.19
Hs.362807 MRN
FCER1G Hs.433

N39449::N48

1.062445505
0.50990916
1.725541441
1.45460825
0.853444654
0.648040079
0.982472381
-0.717285093
1.140687278
0.990037842
-1.650283062
1.35440447
0.783165344
1.668815509
1.054524023
-1.317905396
1.205190137
0.701241929
0.560048915
1.240445396
1.074346806
1.644052854
0.960867134
0.67787128
1.073857892
1.055499398
1.443781221
-1.353277739
1.316704807
1.199685006
0.751591834
0.950791248
-1.028770744
0.691937555
1.071445192
-1.471754653

0.9265711
1.35625355
0.85626048
0.27986488
0.88914376

1.8551619
0.60589684

-1.05704982
0.90408697
1.49409564

-1.40406639
0.60656047
0.85456085
-0.9886513
0.97064954

-0.93220331
1.13151745
1.44296591
1.61802443
1.03235802
0.40921196

-1.23284182
1.02990863
1.31874585
0.54479433
0.78795289

-0.00567617

-1.19145915
0.20559393

1.1388351
1.72445686
1.06608791

-0.87812952
1.40822836
0.74266676

-0.60796761

0.51432236
1.05739388
0.54250438
1.01153646
0.92889498
0.22037406
0.89159922
-0.53799386
0.7829797
-0.0271794
0.67046695
1.43585283
1.07065126
0.50963827
1.63829044
-0.66351197
0.46846327
0.25065155
0.91390287
0.35437385
1.48759626
1.67336977
0.75472896
0.84906994
1.42723242
0.63445146
0.96399959
-0.59273035
1.144927
0.53548446
0.0729629
0.7953914
-0.66268416
0.05862486
0.58163242
-0.71442353

-1.86372072
-1.50743916
-1.44495712
-0.64957768
-2.05846382
-1.07555744
-1.13527887
2.05698101
-1.08235306
-1.35595463
0.93278241
-2.16573798
-2.45781673
-0.10388196
-1.3849654
1.30907812
-1.89169388
-0.95402487
-1.47999089
-1.88545235
-1.78666775
-1.37824237
-2.40170019
-1.60933386
-1.40350717
-1.82900329
-1.2805526
2.1774017
-1.25522004
-1.76626866
-1.25554602
-2.22663438
1.4984489
-1.03618377
-1.31781789
1.86678226

-0.93404103
-1.28220234
-1.91355389
-1.65486094

-1.0847413
-1.06693514
-0.98042449

0.92312514
-1.65741212
-1.33138019

1.38733628
-1.17308613
-0.84631813
-1.10348892
-1.63658885

1.18482442
-1.31762099
-1.33322084
-1.33384681
-1.20765075
-1.28486483
-0.53115402
-0.75949895
-1.60933386
-1.57570239

-1.1114922
-1.24684429

1.32785409
-1.37172919
-0.97584975
-1.11341113

-1.2641579

0.73955822

-1.0640912
-1.07123407

1.05260461

-0.82866609
-1.33134492
-1.19232235
-1.56169164
-0.63179622
-1.88777798
-1.38134948

0.35388854
-1.30612081
-1.00489116

1.42332179
-1.39743933

-0.4907685
-0.44992327
-2.06406915

1.71065049

-0.8813256
-1.24238049
-1.59565092
-0.75906933

-1.0133009
-0.79913238
-0.76837571

-0.8375954
-1.23280931
-0.61774728
-0.83476018

1.05276248
-1.08765763
-1.43501733
-1.43631952
-0.52876571

1.45069847
-1.12325496
-1.05915649

1.09322595
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IMAGE:2189995
IMAGE:1324405
IMAGE:712829
IMAGE:1604769
IMAGE:2577245
IMAGE:149966
IMAGE:771157
IMAGE:490525
IMAGE:2565790

IMAGE:487905

LOC646504 Hs.¢
PDIAS5 Hs.47735
ELOVL5 Hs.5201
KLRK1 Hs.3877¢
HLA-DQB1 Hs.4
NAGPA Hs.2133
SCNN1G Hs.371
RTN4 Hs.42958
151937

GGT2 Hs.45490
B3GALT5 Hs.19]
AA085748 134
NXF4 Hs.45428]
ZNF397 Hs.591(
IMPDH2 Hs.476
FMNL1 Hs.1002
SPIRE2 Hs.4617
CLIC2 Hs.63283
LGALS4 Hs.5301
COMP Hs.1584 (
RXRA Hs.59088
LTBP2 Hs.51277
AA827293 22]
FRG1 Hs.20377]
FAS Hs.244139
NNAT Hs.50470
HDGF Hs.50674
MGC42367 Hs.4
LMO2 Hs.34560
Hs.434909 Trar
TXNRD1 Hs.567
HO01178::HO1
KCTD5 Hs.6196
NFXL1 Hs.51861
CD2BP2 Hs.202

RP11-125A7.3 H

-1.159681405
0.622850798
-1.366844675
0.631780594
0.123787149
0.894000628
-1.140074711
-0.737495562
-1.089055804
-1.558840753
-1.026192348
0.932018398
-1.354988018
-1.14344358
0.90699835
-0.965197645
-1.355602258
0.709631635
-1.187566977
1.77493934
1.053050001
-0.91558092
-1.186213493
-1.109419058
0.919983079
-0.940557805
1.397289984
-1.467012139
0.99787227
-1.205523204
0.903332487
-1.262990353
1.56053789
0.945641691
1.415559092
-1.439967967

-0.68305892
1.65375174
-0.42349688
1.57504318
1.39705557
1.04595117
-1.31450799
-1.03742045
-1.04492854
-0.71104889
-0.75486215
0.43400982
-1.17643007
-0.99148187
1.09775007
-1.06267039
-0.66699698
1.37845517
-1.12189669
-0.65921235
0.83648142
-1.15757909
-1.1716322
-0.83811819
1.15432434
-1.01844345
0.75348625
-1.25253412
0.73382539
-1.22621083
1.05168056
-0.67411509
0.67540849
0.09325143
0.76604572
-0.76037898

-0.88275331
0.83676274
-0.37725765
0.09587977
1.1759609
0.9895124
-0.16191934
-0.81202235
-0.57129591
-0.64428528
-0.86000625
1.35397415
-0.23676887
-0.60391456
0.29659284
-0.64296422
-0.93984058
0.36236886
-0.27912806
0.58315007
1.10662223
-0.42441169
-0.52033435
-0.74838021
0.54286237
-0.46402227
0.48691126
-0.23313272
0.921454
-0.2093346
0.48578693
-0.60994278
0.2368374
1.53423745
0.52297025
-0.58432438

0.9562441
-1.59584133
0.55554288
-0.62219009
-2.13083564
-2.3015735
1.29949928
0.63988678
1.43042711
1.14164128
1.21702789
-2.24089641
1.40168631
1.60414106
-2.3726815
2.67082237
1.27014262
-1.01483075
1.37302682
-1.00875449
-2.22311975
0.9318326
1.36381199
2.50175203
-1.62408194
1.10658852
-2.22838129
1.68351675
-1.69493998
2.64901855
-2.10469614
1.96129046
-1.4268646
-1.63987395
-2.04777417
1.66447664

1.53706252
-1.77947056
1.4288568
-1.49995295
-0.85756721
-1.1131032
1.28132915
1.70780116
1.02224992
1.46751128
0.97607265
-0.90080893
1.2199664
1.31775168
-0.64999613
0.44844382
1.68740344
-1.18617751
1.12785776
-0.75205749
-1.32549996
1.33524578
1.4269976
0.73307906
-0.95592812
1.26547524
-1.13441791
1.51099937
-1.10875589
1.32779556
-1.08774293
1.20183955
-1.15457294
-0.9048393
-1.26835812
1.15820564

1.3742455
-1.08554536
1.17268472
-1.30794233
-0.76281236
-0.73214149
1.30344479
1.32971403
1.46241938
1.6010385
1.55348902
-0.59980467
1.47143551
1.03538864
-0.35518606
0.72624114
1.25115351
-1.38408302
1.312221
-0.64171609
-0.6689552
1.37317624
1.39637688
0.62195005
-1.21002904
1.14646597
-0.47200422
1.17621916
-0.94566811
-0.06754481
-0.34731416
0.50495663
-1.06852878
-0.93142324
-0.60998774
1.20824361
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FMO1 Hs.1424
SLPI Hs.517070
SYN2 Hs.44550]
CFB Hs.69771 C
EXT1 Hs.492614
CGNL1 Hs.1489
C1QTNF1 Hs.20
RAB3B Hs.1230
TIMM17B Hs.30
N73548 8290
APOBEC3F Hs.4
LOC646652 Hs.!
PHF19 Hs.46013
SLC25A18 Hs.24
SEPT9 Hs.44093
Hs.148141 Tran
P2RX4 Hs.3217(
C3o0rf52 Hs.434
Hs.404323 Tran
ZNF415 Hs.147]
LY96 Hs.69328
AA401344::A/4
EEF1G Hs.4444¢
FCGR2B Hs.352
Hs.553287 Tran
Hs.166891 Tran
ALDOC Hs.1552
BIN3 Hs.232256
Hs.1987 Transc
ETS1 Hs.369434
LOC130576 Hs.]
KCNK6 Hs.2403
PIN1 Hs.465849
TNFAIP8L1 Hs.4
SREBF1 Hs.592]

ZNF480 Hs.147(

1.254563187
0.891115136
-0.963958688
0.191453737
1.392809004
-1.428876866
1.674225094
-1.026156841
0.927779144
1.316035841
0.87841078
-0.686002941
0.989175428
-1.079468525
0.793134748
-1.040926292
0.763372787
1.209013598
1.298792763
-0.763942613
0.636187527
-1.124262829
-1.086960997
0.851461327
-1.176048075
0.459843063
1.571787427
0.983635489
0.46948589
0.947164007
1.208488916
1.232074414
0.98527352
0.221242825
-0.997878729
1.585053115

1.18902446
0.61974627
-1.09654252
1.35958825
0.7215528
-1.10273872
0.78630549
-0.93733159
1.2178859
1.26930565
1.48266286
-1.55474972
1.04766888
-0.70451337
0.95803354
-0.91476013
1.70102884
0.77510588
-0.85234766
-1.39774283
1.39767125
-0.99797611
-0.87167383
1.20442276
-0.87037514
1.64277989
0.56065903
0.50808359
1.55645152
1.3838243
0.46014336
0.8026432
0.97562442
1.60428826
-1.54322148
1.51340578

0.43354173
0.96521063
-0.28649808
0.86928425
0.59623146
0.38487203
0.54369084
-0.4758583
0.71716783
-0.05128965
0.16780403
-0.80273445
0.85059095
-0.60263615
0.87723313
-0.41712476
0.39295586
0.78285808
1.4409302
-0.59010027
0.26699759
-0.95467781
-0.64471331
0.25271821
-0.84101704
0.42357183
0.35676206
1.04511368
-0.14884335
0.05181372
0.92197948
0.36728879
0.89167719
0.4242382
-0.16563376
0.95455659

-2.18234702
-1.792133
0.95775842
-1.71072902
-1.98171022
1.0439867
-1.72331798
1.78427404
-1.95186597
-1.61651751
-1.26384798
1.42946122
-1.67835083
1.12393443
-2.23007844
0.75711847
-1.96269613
-0.78114775
-1.85875703
0.87676998
-1.27447651
2.14205289
2.34878302
-1.05506847
1.57689241
-1.6086477
-0.63159506
-2.3998123
-0.53727372
-1.50739612
-1.26051688
-1.29971877
-2.04140974
-1.91535169
1.11934957
-1.4402555

-1.27970006
-0.85237082
1.31701783
-0.55837384
-0.97369075
1.06108265
-1.17514226
1.06917853
-1.48728219
-1.0671707
-1.20476205
1.52682472
-1.24639921
1.18567295
-0.69651969
1.53680602
-1.21615728
-1.78247324
-0.66287082
1.57274298
-1.07109985
1.0686158
1.00443425
-1.01130699
1.82323049
-0.99657063
-1.7534462
-0.86229244
-1.06124569
-1.27493978
-1.46175201
-1.18495698
-1.17299022
-0.92701949
1.48550828
-2.38361205

-0.74526157
-0.82830158
1.17409816
-1.14406544
-0.96143106
1.211264
-1.47194919
0.68660296
-0.6758092
-1.13021196
-1.28275547
1.40826111
-1.1937551
1.11966067
-0.79669571
1.1610111
-1.00894385
-1.39113083
0.05079744
1.53064054
-1.03895879
1.16603698
0.39062661
-1.33334843
0.72078323
-1.0781809
-1.259581
-0.28186598
-1.25433253
-0.77891371
-0.93315388
-1.02651167
-0.84154344
-0.4262232
1.41383466
-2.01701653




IMAGE:2019211
IMAGE:288983
IMAGE:730288
IMAGE:489266
IMAGE:687990
IMAGE:1069393
IMAGE:814731
IMAGE:70749
IMAGE:454564
IMAGE:811054
IMAGE:564884
IMAGE:971372
IMAGE:358531
IMAGE:79032
IMAGE:506016
IMAGE:2420792
IMAGE:2309141
IMAGE:118447
IMAGE:866483
IMAGE:79254
IMAGE:159462
IMAGE:1911663
IMAGE:745918
IMAGE:210687
IMAGE:781007
IMAGE:768069
IMAGE:770267
IMAGE:2010562
IMAGE:795544
IMAGE:1698046
IMAGE:323028
IMAGE:454698
IMAGE:759163
IMAGE:810454
IMAGE:1861700
IMAGE:47074

RAB33A Hs.562
PI16 Hs.25391 |
EHD4 Hs.14370
PRIC285 Hs.517
ARHGEF6 Hs.52
EXT1 Hs.49261§
AIP Hs.412433
Hs.593210 CDN
LOC389289 Hs.!
GNA12 Hs.4873
KRIT1 Hs.53198§
NPTX2 Hs.3281
JUN Hs.525704
DLG2 Hs.50345
MYADM Hs.3809
SLC7A7 Hs.513]
CD97 Hs.46603
MAPKS8 Hs.1382
LOC283537 Hs.
MICA Hs.54905]
CDC42EP1 Hs.2
Hs.452702 CDN
ACPP Hs.43306(
AGTR1 Hs.4778
RPL27A Hs.5234
KLHL18 Hs.517¢
LOC158381 Hs.!
ADAMTS10 Hs.4
WASPIP Hs.591¢
HIST1H2BG Hs.
SMAD3 Hs.3691
FZD4 Hs.59196¢
MFAP4 Hs.29601
BACE2 Hs.5294

AI053583::AI

ANKH Hs.15672

0.625283654
1.397664461
1.076934212
0.875772274
0.590493681
1.213484119
0.628674705
-1.521832526
0.834544243
0.869383452
-0.839212603
0.812949814
1.056548168
-0.912480469
1.223543909
0.82677336
0.870661089
-0.783659971
-1.241044856
0.924899535
0.96802482
-0.766225179
0.898911159
0.459172751
0.83910529
1.964240081
-1.265689732
0.714145922
0.488346495
-1.735492871
1.191307127
-1.374002087
1.348055719
0.673223754
-1.187684106
-0.917223186

1.23472698
-0.06742138
1.05311282
1.23873239
1.17890993
0.54581631
1.33898257
-0.47421799
1.65702957
1.22414468
-0.73554663
0.32206841
0.99876612
-0.91000992
0.46858405
0.82296056
0.94057871
-1.13971074
-0.21464647
0.92125543
1.07940696
-1.15288793
0.8530323
1.05363747
0.94127656
-0.01397837
-0.92589756
1.18215518
1.41586359
0.0538607
1.2483336
-0.86310932
0.10559428
1.32895301
-0.90281825
-1.24171649

0.69939542
1.04793429
0.35154943
0.70171524
0.68711171
1.32105282
0.88001441
-0.85516873
0.358112
1.09744424
-1.35754249
1.84214611
0.87954248
-0.65208413
0.97529134
1.1638251
0.89396696
-0.83955611
-0.96943525
0.825051
0.71608902
-0.47040488
0.80439508
1.71860848
0.66855786
0.3849083
-0.6112407
0.65001371
0.59676168
-0.81666938
0.340979
-0.24130835
0.87332784
0.62928741
-0.72536084
-0.97299547

-0.54341566
-0.85859728
-2.33956738
-2.12253082
-0.70877003
-2.14247396
-1.7970515
0.8440303
-0.92222349
-1.85689322
1.22576858
-1.54410825
-1.63441021
0.83210087
-1.19725869
-1.35453097
-1.5382408
1.41565999
0.56210935
-1.75661674
-1.92105999
0.9240268
-1.15857269
-0.94300363
-2.26277525
-1.88598918
1.29275915
-1.54510802
-1.22092601
1.82871489
-2.38393613
0.78174505
-0.99403301
-1.88441049
1.83873206
0.96445771

-1.35674342
-1.27262187
-0.82465132
-0.86115057
-0.48270102
-1.15333646
-1.47666788
1.50355127
-1.88178971
-1.14420326
1.29112321
-1.46137543
-1.35994546
1.60003124
-1.20873612
-1.42983382
-1.28633173
1.19165611
1.51775309
-1.29745923
-1.10116367
1.51799669
-1.38465976
-1.803595
-0.92472455
-0.87093611
1.06933416
-0.88615966
-1.31074673
1.14534311
-1.06092188
1.54496646
-1.42143485
-1.08796057
1.17155444
1.61024903

-1.76410114
-1.17406334
-0.47028864
-1.06521965
-2.32152401
-0.99445625
-0.77778455
1.71545512
-1.38098753
-1.51100102
1.54217516
-0.99972629
-1.18804385
1.11670863
-1.35131131
-1.14501747
-1.00974586
1.32718511
1.31546861
-0.74647023
-0.94403529
1.02465228
-1.0901766
-1.6708773
-0.31877031
-0.64960266
1.68933851
-1.22570111
-1.07059449
0.56922699
-0.64082684
1.33059104
-0.85666694
-0.81750334
1.03216809
1.87994712
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IMAGE:1882829
IMAGE:768597
IMAGE:206638
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IMAGE:1505405
IMAGE:1877234
IMAGE:2547341
IMAGE:743848
IMAGE:810521
IMAGE:1899292
IMAGE:249949
IMAGE:306052
IMAGE:298523
IMAGE:32299
IMAGE:1698856
IMAGE:429047
IMAGE:344550
IMAGE:813414
IMAGE:2421421
IMAGE:754989
IMAGE:324543
IMAGE:713205
IMAGE:704046
IMAGE:66686
IMAGE:197596
IMAGE:1591736
IMAGE:2461316
IMAGE:453195
IMAGE:208656
IMAGE:1893670
IMAGE:322807

CDK4 Hs.95577

AA579722::Al
Hs.596334 CDN
PRDM5 Hs.1325
SFRP1 Hs.2134%

AI279428 168§
MUC1 Hs.89603
SEC61A1 Hs.51
GOLGASBA Hs.18
Hs.602479 Tran
Hs.528324 Tran
SLC2A1 Hs.4737
JMID2C Hs.1571
LMO2 Hs.34560
Hs.604363 Tran
H2AFV Hs.4881
Hs.596963 Trari
WDR53 Hs.3854
IMPA2 Hs.36799
COL9A2 Hs.418
TTC3 Hs.368214
Hs.229128 Tran
SERPINA12 Hs.4
SNX4 Hs.50724
KIAA0409 Hs.51
MRGPRF Hs.118
UTP11L Hs.472(
ULK4 Hs.563154
RPL10 Hs.5344(
C9orf77 Hs.380
MS4A2 Hs.3867
CST7 Hs.143211
ANGPTL2 Hs.64
MRPL48 Hs.503]
Hs.603516 Tran

Hs.37517 Trang

1.00327867
-1.106723514
-1.213968892
-0.826828854
-1.355482972
-0.856086397

-1.3136966

1.046478008
-0.843157549
-1.231036086

1.248369879

1.507697448
-1.602140363

0.810266919
-1.250354758

1.147017827

-1.58921585

1.756241181

1.095147825
-1.177751816

-0.74153415
-1.137354329

1.406134557
-0.909698059
-0.671187853

0.921006239

1.797333796
-1.184078636

0.762129511
-1.492051343

0.792920432

0.542509873

1.413939526
-1.418313765
-1.426459726
-1.007919164

1.07311357
-0.70323813
-1.17809304
-1.47546826
-0.45815111
-0.80827761
-0.50866315

1.29379417

-0.9516202

-1.614859

1.17747913

0.57156843
-0.34261336

0.95552766
-1.20377731

0.99210934
-0.33021656

0.54496075

0.67689022

-1.1093803
-0.51273131

-0.7154127
-0.02420414
-1.09156003
-1.62008636

0.383733

0.41831079
-1.01895307

0.91587194

-0.472104

0.46493377

1.33819204

0.08487851
-0.77588751
-0.32159821
-0.85419921

0.64199946
-0.86884256
0.14666994
-0.81665412
-0.4755107
-0.44134517
-0.38068248
0.13618099
-0.96293804
-0.23761208
0.10750135
0.20851839
-0.760246
1.13256419
0.05924795
0.58977461
-0.56462484
0.59000334
0.51630373
-0.08346744
-1.29903179
-0.48736796
0.95063116
-0.79884886
0.14205826
1.40053175
-0.1208616
-0.04387264
0.80761165
-0.472104
1.31293676
0.42770114
1.08299453
-0.42931546
-1.05393716
-0.48061684

-1.994268
1.49365209
0.50155763
1.47933861
1.10830101
2.314682
0.60805575
-1.905479
0.53062412
1.37218638
-1.91341682
-1.40225361
1.37354291
-1.65167568
1.20815844
-1.60508277
1.25071603
-1.33191523
-2.1049299
0.80281107
0.79446766
1.31805159
-0.79406291
0.99833711
1.33235789
-1.38957329
-0.98393979
0.75362785
-1.97272415
1.55294272
-0.46923567
-1.05406296
-1.82751707
1.60003299
2.15408862

2.0225381

-1.28195203
1.36734362
1.4259115
1.51749387
0.95420313
0.37394405
1.32284143
-0.96828092
1.30416719
1.75036484
-0.94380853
-1.18172321
1.04665439
-1.15461158
1.27899498
-0.9473449
0.92016796
-1.59669261
-0.69496419
1.23140862
1.15487863
0.95302302
-1.39995013
1.58289344
0.9965681
-1.27962111
-1.32412318
1.10766825
-0.95898499
1.23635192
-1.04934814
-1.17042317
-0.91336587
1.0729295
1.16647064
0.77215997

-0.64086765
0.93999996
1.47728635
1.47743085
1.25233535
0.35960142
1.27849554

-0.80687458
2.06104787
1.44330651

-0.91592484

-0.79556999

1.4472408

-1.25810985
1.11998474

-1.39348134
1.41404567

-1.26069924

-0.50354264
1.50081279
1.55584165
1.11728588

-1.06717153
1.41921766

0.9304125

-1.03857914

-0.86432692
1.49809225
-0.5948076
0.74706836

-2.00936843

-1.13119316

-0.86108727
1.15498375
0.61894909
0.59925054
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IMAGE:755881
IMAGE:1084673
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IMAGE:1620712
*mitoch. cont. IMA(
IMAGE:1031372
IMAGE: 383603
IMAGE:2298441
IMAGE:487824
IMAGE:868332
IMAGE:32496
IMAGE:854706
IMAGE:841686
IMAGE:128791
IMAGE:924428
IMAGE:453348
IMAGE:2005924
IMAGE:845054
IMAGE:714106
IMAGE:2307420
IMAGE:67237
IMAGE:773138
IMAGE:144853
IMAGE:809489
IMAGE:998788
IMAGE:79353

TMPRSS2 Hs.43
C210orf33 Hs.41
SEC31L1 Hs.37(
CTSC Hs.12806
BMP2 Hs.73853
ADORA1 Hs.778
AQP5 Hs.29802
AFAP Hs.529369
SLC35D2 Hs.49¢
ELOVL5 Hs.5201
PHF17 Hs.1242(
LHFP Hs.507798
ALOX12 Hs.422
FBLN5 Hs.3327(
141567
AA609127 22]
MLH3 Hs.43665
GGPS1 Hs.4981
FCHSD1 Hs.591
HLA-DPA1 Hs.34
FLJ42709 Hs.45
AA630097 26
LOC644845 Hs.¢
NRBP1 Hs.5158
FAM3D Hs.6126
TUBGCP2 Hs.52
Hs.604701 Tran
INSR Hs.59138]1
PLAU Hs.77274
TUBB2B Hs.300
Hs.632968 Tran
CAMK2N1 Hs.19
R78464::R78]
NOL6 Hs.49370
AA535935::Al

PPP4R1 Hs.4645

-1.096827529
-1.346094434
-0.889834136
0.660625026
1.029985074
-1.239841774
-1.147591302
1.270086321
1.014438055
-1.297787285
-1.081135709
1.062755952
1.336291786
0.921964753
-1.347203663
-1.346584529
-0.437218333
-0.921767259
1.533110484
0.955798289
-1.113811127
-0.930576657
-0.772381671
1.188824686
-1.209782105
0.993332612
0.552618542
-1.381237045
1.405667928
1.443232273
-1.298956309
-0.893630005
-1.193315195
1.899250827
-1.565586318
1.273321516

-0.80674243
-0.69025908
-0.97910873
1.53661872
0.94546399
-0.51931778
-1.23946112
0.19815528
1.54913434
-0.36508246
-0.80126148
0.49842139
-0.86865165
-0.068664
-0.65714141
-1.08483993
-1.34195594
-1.04092699
0.36331405
0.79827716
-0.71688444
-0.94729097
-0.89336167
0.86628296
-0.89201826
0.9133949
1.81895429
-1.33198719
0.84942711
0.76591044
-1.08004272
-0.98361475
-0.69335163
0.4057996
-0.63429746
1.01933875

-0.55733592
-0.33291743
-1.03831188
-0.04878626
0.70772371
-1.00219526
-0.67329806
0.8479837
0.41079066
-0.47675281
-0.45919298
1.31525536
1.30395262
1.69947019
-0.3863809
-0.66873314
-1.20708823
-0.67897932
0.57229547
0.62739059
-0.43841403
-0.31214725
-0.49450574
0.74200953
-0.26232875
0.58326252
0.25750725
0.20898617
0.27512035
-0.00706824
-0.22839823
-0.48903608
-0.17615769
0.09258969
-0.46905339
0.28232693

1.63780808
0.40569499
1.22057023
-1.28049084
-0.83917039
1.58600277
1.4593679
-1.34804569
-1.7185625
0.64492405
-0.32903642
-1.58739944
-0.69825502
-1.28629539
0.43006235
1.03864699
1.22378198
0.81405483
-1.87252407
-1.7085762
0.98477921
2.03663091
1.89749565
-1.82006272
0.93408133
-2.535087
-1.31990662
1.22591758
-1.96909742
-1.08142543
2.7131649
1.18535513
0.71000653
-1.56654129
1.06900597
-1.88229895

0.43245446
1.44794145
1.65452529
-0.97461108
-1.29012533
1.05635443
1.42261997
-1.29266259
-1.18646814
1.41714644
1.8076378
-1.51955837
-0.94779862
-1.21203112
1.52918213
1.66784073
1.3084757
1.59045492
-0.82417504
-0.7328203
1.17921356
0.66570942
0.62125119
-1.23664166
1.23797122
-0.65862699
-1.36945889
1.48884408
-0.65693959
-0.86931675
0.74956294
0.81416804
1.42817453
-1.06094582
1.35555639
-1.09264343

1.4817623
1.61704062
1.22620862

-0.97978088
-1.71853251

1.2491262

1.54021334
-0.62163376
-1.45381629

1.02817516

1.91898562
-0.87887741
-0.68534735
-0.90596236

1.53024924

1.77656541

1.64536402

1.38825576
-0.86330702
-0.97395492

1.13006812

0.50464517

0.59800035

-0.953469

1.30855893

-0.39545542
-1.1898778
1.09384197
-1.10050599
-1.35413659
0.39126848
1.42763907
0.91201629
-0.94582562
1.46158005
-0.81695668
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IMAGE:782446
IMAGE:2019015
IMAGE:595547
IMAGE:2019798
IMAGE:232908
IMAGE:281605
IMAGE:52419
IMAGE:587525
IMAGE:271978
IMAGE:111004
IMAGE:140301
IMAGE:153694
IMAGE:366518
IMAGE:611381
IMAGE:767798
IMAGE:2306221
IMAGE:531402
IMAGE:782307
IMAGE:730555
IMAGE:462802
IMAGE:121798
IMAGE:489968
IMAGE:591101
IMAGE:841292
IMAGE:446927
IMAGE:40562
IMAGE:2012523
IMAGE:823878
IMAGE:1631656

KLF13 Hs.52575
CPD Hs.446079
RALY Hs.136947
ZNF681 Hs.187]
NUP85 Hs.3628
EXOSCS5 Hs.283
NOD3 Hs.59209
C21orf56 Hs.38
SLC7A1 Hs.1484

AA176528::A
COL9A2 Hs.418
PX19 Hs.279524
FMNL1 Hs.1002
C9orf61 Hs.118
RNF113A Hs.45
NT5E Hs.15395]
ZNF432 Hs.6434
Hs.28792 CDNA/
SH3BP2 Hs.167
UBADC1 Hs.919
Hs.529890 **F
ATOX1 Hs.1252
WNT10B Hs.919
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IMAGE:384087
IMAGE:391984
IMAGE:743353
IMAGE:223176
IMAGE:140334
IMAGE:210698
IMAGE:153743
IMAGE:810854
IMAGE:773301
IMAGE:365973
IMAGE:811900
IMAGE:2489752
*mitoch. cont. IMA(
IMAGE:1127165
IMAGE:241097
IMAGE:713474
IMAGE:684073
IMAGE:1604717
IMAGE:682052
IMAGE:272097
IMAGE:214982
IMAGE:252963
IMAGE:126419

IMAGE:811028

FBX0O32 Hs.403
CA2 Hs.155097
XTP3TPA Hs.637
TMSB4X Hs.522
RORA Hs.56949
CXCL12 Hs.522¢
STOML2 Hs.343
PDHX Hs.50231
THBS2 Hs.37114
ITGAL Hs.17410
SULT1A1 Hs.567%
RCC1 Hs.46972
PPM1K Hs.2910
Hs.99913 Betal
POLE4 Hs.46906
MXD1 Hs.46890
ABLIM1 Hs.4383
EPB41L4B Hs.59
UBE2Q1 Hs.516
RPP30 Hs.13917
CDH3 Hs.55459
PPT1 Hs.3873 *
LTBR Hs.1116 L
PIP Hs.99949 Pr
141855
Hs.559628 Tran
SUPT3H Hs.368
AA290848 36]
CSNK1A1 Hs.52
Hs.379253 Tran
THBD Hs.2030 T
DCPS Hs.50424
CDC42EP1 Hs.2
LGR4 Hs.50217¢
DEDD Hs.51734

TMEM49 Hs.444

-1.036357884
0.834491248
1.244171188
0.998377601

-0.831579161
0.730194383
1.004914285

-1.174526022
1.192603226
0.042821607

-1.590741064
0.590450525

-1.131227858

-1.242291259
0.948772514

1.66982845
-1.15088134
-0.36862258
1.003278474
1.208615414
0.204497672
-1.358749581
0.78453721

-1.239476482

-1.092357503

-0.896158398
0.579852974

-1.012094386
1.043071747

-0.975521429

1.12320899
0.569986384
1.134817164

-0.5737216
1.032664766
0.770090517

-0.83634807
1.18574463
1.0939526
1.17599642
-1.0045197
0.5966084
0.77170067
-0.85842498
-0.03296511
1.60797251
-0.62762602
1.29920318
-0.48878874
-1.12837171
1.12510035
0.44577127
-0.72072493
-1.03309173
0.9194153
0.93927396
1.20516463
-0.56750987
1.11535699
-0.6743973
-0.92404012
-1.64476909
0.84845477
-0.99961639
0.45461279
-1.53293034
0.50014027
1.15768724
0.86583865
-1.38360092
1.16877091
1.34149697

-0.45374864
0.0138414
-0.13475843
0.07068751
-0.5608824
1.43387818
0.72647137
-0.81288949
1.07273995
0.70452402
-0.02309934
0.7059448
-0.6833387
0.10521424
0.54840461
0.20991216
-0.62370478
-0.99497878
0.74079763
0.25330559
0.24128231
-0.30257792
0.75917436
-0.00103318
-0.27355816
0.27632781
0.9287193
-0.48886715
0.49190775
0.34589565
0.67762945
0.78985565
0.63436629
-0.51412671
0.55629326
-0.23455444

0.33983871
-0.68865741
-1.35326229
-1.42173295

0.28116024
-1.55434689
-1.78958549

1.07515677
-1.85622247

-1.2129242

1.71308751
-1.65400211

0.29350209

1.34524208
-2.09729085
-1.40860648

0.74319253

1.22052434
-2.29869786
-1.17914774
-2.23279661

0.58867806
-2.30504386

1.15310819

0.99892126

0.9546298
-0.614161

1.49517131
-2.27822498

0.46428112
-1.44399958

-1.5867029
-1.83960763

0.8524173
-2.38536626
-1.38638339

1.5328005
-1.1892173
-1.39370576
-1.28526971
1.38675257
-1.2559885
-1.08464434
1.22164692
-0.62672603
-1.1091527
0.6951523
-0.9685145
1.54353103
1.3787229
-1.12489469
-0.78514156
1.67821039
0.81102955
-0.76302156
-1.19448998
0.19873059
1.46882111
-0.84943683
1.02695097
1.10263067
1.14473308
-1.99825024
1.40982184
-0.36992495
1.23681237
-0.56962194
-1.06295773
-0.89390932
1.31784323
-0.97195628
-0.86649719

1.50360552
-1.16978085
-0.5917696
-0.64291775
1.78733849
-0.97221651
-0.69878182
1.76873469
-0.5974336
-1.03476929
0.94818498
-1.09439495
1.44716516
0.70051169
-0.57412951
-1.24204174
1.16563745
1.31474105
-0.74831828
-1.16482832
-0.38203033
1.2101124
-0.64432856
0.692043
1.26499221
1.36661859
-0.69094951
0.72365695
-0.21326156
1.6292146
-1.26843918
-0.92916936
-1.06042462
1.40838163
-0.64019755
-0.62130761
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IMAGE:855079
IMAGE:1501802
IMAGE:785975
IMAGE:323181
IMAGE:731098
IMAGE:916018
IMAGE:837953
IMAGE:50506
IMAGE:290180
IMAGE:1577736
IMAGE:796127
IMAGE:511991
IMAGE:451470
IMAGE:1435566
IMAGE:857264
IMAGE:345423
IMAGE:182818
IMAGE:490777
IMAGE:840503
IMAGE:266343
IMAGE:511043
IMAGE:753019
IMAGE:810844
IMAGE:2291894
IMAGE:357084
IMAGE:770394
IMAGE:1917941
IMAGE:1518538
IMAGE:897141
IMAGE:428796
IMAGE:290566

ARRB1 Hs.5032
CENTG1 Hs.302
LAIR1 Hs.57253
MGC4728 Hs.57
151651
ZNF185 Hs.1661
Hs.602613 Tran
F13A1 Hs.33551
FAP Hs.516493
Clorf158 Hs.98
AA570170 18
NEDDA4L Hs.185
MAPK6 Hs.4118
Hs.542001 Trarn
EGF Hs.419815
DNMT1 Hs.2026
OVOL2 Hs.3863
BAT2D1 Hs.494;
FARSLB Hs.4714
Hs.600913 Tran
PREI3 Hs.1197
PRPF31 Hs.51585
CSNK2A2 Hs.82
BHLHB3 Hs.177
ACADS8 Hs.1479
PSME2 Hs.4340
FL]J21963 Hs.25
ZNF672 Hs.521
TMC6 Hs.63222
Hs.512144 Tran
FCGRT Hs.1119
H2AFV Hs.4881
CCM2 Hs.14827
CHMP7 Hs.5019
CCDC47 Hs.202

DIXDC1 Hs.446

0.886545888
1.869012993
0.631061076
-1.143883872
-0.77659729
1.431269272
-1.254278729
0.864704971
-1.131694109
-0.871672573
-0.867081656
-0.968744909
1.60677077
-0.63749343
-1.102684341
0.828877881
-0.954288319
-1.190265129
-0.803216606
-0.995665808
1.304020496
0.905269909
1.816986925
-1.128632985
-1.253377379
0.480009592
-1.557863828
0.62321708
0.181051168
-0.853232587
0.764728736
0.819391152
0.933412606
1.303753849
0.834941028
-1.127344748

0.91488082
0.26601373
1.45066491
-1.25943575
-1.23418169
-0.00128415
-1.50069683
0.2407942
-1.04824194
-0.88579591
-0.82231777
-1.18461043
0.81832764
-1.43107827
-0.58388293
0.58793146
-1.15367496
-1.29877593
-1.57568547
-0.75667921
0.9267484
1.09221489
-0.05730999
-0.95593988
-1.46817707
1.46825052
-0.57373875
0.98234573
1.7014979
-1.74248374
0.39400193
1.22831489
1.17726147
1.2713571
1.34507184
-1.35887438

1.19191919
-0.25003202
0.18504411
-0.39510772
-0.64790538
1.03141568
-0.41102436
1.20447803
-0.59081976
-0.48532874
-0.82487571
-1.20533352
-0.18655086
-0.65143479
-1.29303079
1.27365834
-0.47006363
-0.28480275
0.00817982
-0.60698431
0.33588225
0.58314933
0.26157492
-0.82692142
-0.57138835
0.18840892
-0.59498691
0.74637259
0.19234861
-0.06219724
1.4490819
0.32265642
0.44658577
-0.08606684
0.92180114
0.1608861

-1.68655587
0.12114375
-0.9272492
1.53345307
1.80262778
-1.70270413
2.17962954
-1.18555722
1.12021044
0.92898648
1.48590014
1.71791737
-1.23212466
1.80572908
1.41618598
-1.70113052
1.37374684
1.63493423
2.18416987
0.69339168
-2.2472708
-2.06356018
-1.42847268
1.30940367
1.14528314
-1.78302733
0.96759124
-2.29093886
-1.96475578
1.68279224
-1.73810334
-1.9520357
-1.66118284
-1.23048213
-1.58369943
1.30209563

-1.33880896
-1.23611944
-1.16031945
1.31823771
0.86916745
-0.8002255
1.23134257
-1.03653394
1.69915985
1.3021147
1.30284782
0.88899377
-1.2389451
0.98292101
1.69571261
-1.15154547
1.21516035
1.22801871
0.90685915
1.48125959
-0.78461589
-0.81174783
-1.1167966
1.42638932
1.80886076
-0.67125629
1.52116159
-0.86835791
-0.7432204
1.10544261
-1.14792331
-1.06746908
-1.23662455
-1.3670113
-1.55267796
1.08363089

-1.16667423
-1.77502436
-1.26632546
1.2471733
1.15425496
-0.93131766
1.23527167
-0.94175514
1.18905848
1.01176246
0.77644581
2.12978878
-0.93338929
1.12850094
1.0342408
-0.86461095
1.16061726
1.22661209
0.46709932
1.21259663
-0.73411947
-0.84985585
-0.42121477
1.42471809
1.84242322
-0.7036177
1.45238467
-0.18201318
-0.35628318
1.18308618
-0.66342172
-0.45537481
-0.82643593
-1.15758944
-1.28589333
1.14249454
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IMAGE:1861139
IMAGE:782331
IMAGE:122428
IMAGE:200396
IMAGE:136862
IMAGE:2477598
IMAGE:210387
IMAGE:139635
IMAGE:1127766
IMAGE:48285
IMAGE:1098334
IMAGE:2018283
IMAGE:2506649
IMAGE:1574926
IMAGE:726035
IMAGE:811059
IMAGE:1436337
IMAGE:2576857

*mitoch. cont. IMA(

IMAGE:593115
IMAGE:278572
IMAGE:2449975
IMAGE:49481
IMAGE:248129
IMAGE:208027
IMAGE:812053
IMAGE:119174
IMAGE:140429
IMAGE:1115504
IMAGE:233299
IMAGE:47665
IMAGE:770014
IMAGE:1572710
IMAGE:321574
IMAGE:343737

ACTR1A Hs.153
AI144039::Al
MGC72075 Hs.5
T99236::T992
L3MBTL4 Hs.12§
TCTE3 Hs.5848(
SLPI Hs.517070
KATNB1 Hs.275
AMY1A Hs.4845
EIF4ENIF1 Hs.5
TP53I11 Hs.554
AYTL2 Hs.36885
LASS1 Hs.4123f
CTDSP2 Hs.524
CYP2S1 Hs.983]
JUN Hs.525704
RAB34 Hs.3018
Hs.602089 Tran
EIF1 Hs.150580
142793

PDES9A Hs.4739]
FAM84B Hs.124
SPRR2A Hs.355
SPRYD3 Hs.343
GBF1 Hs.29024]
HS3ST3B1 Hs.4
Hs.43047 Hom
HCG18 Hs.2833
FAM109A Hs.17
ADCK1 Hs.4132
ICMT Hs.51568¢
Clorf2 Hs.3483
TRA@ Hs.74647
CASD1 Hs.2600
TLE3 Hs.287362

TCF4 Hs.569904

1.255142935

-0.758742891
-1.070706343

1.272435766

-1.361756107
-1.788721342

0.827039268
1.188345283

-0.966483154
-1.498133701

1.298971439
0.935641091
0.844386098
1.083252962
1.003735469
0.884967001
0.963885489

-1.245486228

1.169214497

-1.192992167
-1.060112116
-1.108726868

0.711221648
0.778764741

-0.874972777

0.848150377
0.734269652

-1.238848544

1.573285712

-1.534689435
-1.905827469

0.954443771
0.845727206

-1.574501222

0.945742973
0.652527119

0.86557829
-1.08848973
-1.04612916

0.77394518
-0.24406781
-0.75255951

0.41817593

0.58126343
-1.29409133
-0.92004019

0.43638355

1.00182183

0.55192424

1.11061141

0.96995815

0.98201474

0.54819945
-0.67234255

0.61511251
-0.86382583
-0.78824987
-0.87456893

0.82003015

0.15778435
-0.80706716

1.23980139

0.91036851
-0.91723531
-0.08665834
-0.63194864

0.10542318

0.93505357

1.00280422
-0.48355123

0.73754221

0.9691882

0.46615125
-0.9794504
-0.64175259
0.61977283
-0.79982821
-0.29456327
1.07181929
0.99876534
-0.45710529
0.10715076
0.62806974
0.43928553
1.26653289
0.62431503
0.72290119
0.82581409
0.97232971
-0.25304603
0.79567333
-0.55413131
-0.63031084
-0.5380165
0.74976092
1.82948554
-0.73765252
0.13951954
1.16057848
-0.12425992
0.69696203
-0.20020304
-0.75860096
0.93246821
0.41058144
-0.61189829
1.13572617
0.97108579

-1.84830654
0.92848083
1.19358943

-1.94642587
1.41481873

1.3259912

-1.78040599

-1.94478286
1.02600107
0.78509679

-1.42872317

-2.05152316

-1.86938274

-1.47903652

-0.72542201

-1.75773531

-1.89889783
0.29905776

-1.96361128
0.86383382

1.4389169
0.74925686

-1.27643882

-1.27878234
2.03475611

-0.88592173
-2.0369417
1.62233484

-1.58754093
1.40608684
1.09809457

-2.01775128

-1.10786502
1.14164339

-2.38449323

-2.11369122

-1.26395958
1.44538901
1.40003776

-0.88263668
1.02641299
1.87603206

-0.86853315

-1.06611176
1.44909872
1.53399066

-1.25476794

-0.50228323
-0.9772399

-1.70132389

-1.62293363

-0.80805388

-1.05255644
1.44983382

-1.20410942
1.14895678
1.06530858
1.32803708

-1.18125646
-1.3581222
0.74916619

-0.95727269

-0.97626902
0.85639545

-1.00245027
1.33336606
1.48350101

-1.68811782

-1.13333697
1.44513071

-1.03769457

-0.86839485

-0.65150478
1.62129209
1.38381682
-1.0152249
0.96728941
0.97810211
-0.55865777
-0.89197512
1.48714354
1.17423494
-0.70462855
-0.90149491
-0.83100897
-0.89082992
-1.51581128
-1.26695104
-0.53208528
1.44415913
-0.50336147
1.76510053
1.05620605
1.57017038
-0.77638355
-1.05477603
0.66120326
-1.46313265
-0.90446964
0.91072038
-0.51115239
0.760758
1.06726205
-0.29396217
-1.04482195
1.26517744
-0.52239769
-0.66434414
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IMAGE:52096
IMAGE:461327
IMAGE:1155958
IMAGE:51831
IMAGE:1386780
IMAGE:125589
IMAGE:767851
IMAGE:811000
IMAGE:1456160
IMAGE:1554167
IMAGE:1552744
IMAGE:825857
IMAGE:127943
IMAGE:26616

*mitoch. cont. IMA(

IMAGE:1526537
IMAGE:916305
IMAGE:383706
IMAGE:236399
IMAGE:306446
IMAGE:742739
IMAGE:1551599
IMAGE:1385018
IMAGE:755444
IMAGE:295324
IMAGE:247089
IMAGE:85060
IMAGE:502622
IMAGE:800675
IMAGE:951117
IMAGE:489201
IMAGE:2244050

SNX2 Hs.13482
PANK1 Hs.3763
TRAM2 Hs.5201
MRPL37 Hs.584
PDGFRA Hs.746
PIK3C2B Hs.497
AA678653::Al
Hs.31942 Trans
AA825954 84
USP4 Hs.63191¢
FBN1 Hs.59113]
LGALS3BP Hs.5]
AZGP1 Hs.5462
JAM3 Hs.15071§
CD2 Hs.523500
Hs.535041 Tran
R09153::R09]
RPA2 Hs.79411
144995

CDKL1 Hs.2808
Hs.643025 Tran
PTK2 Hs.395487
SPIN1 Hs.63218
Cl1lorf24 Hs.30
TIAM2 Hs.58627
AA922508 73
ADAMTS6 Hs.48
TMSB4X Hs.522
DMGDH Hs.6314
SSBP4 Hs.5152]
SQRDL Hs.5112
ACLY Hs.387567
AA581501 10
SHMT2 Hs.7506
PPAP2B Hs.4051

EBI3 Hs.501452

1.326625147
-0.667622389
0.925458909
0.838066119
1.310964261
1.001657722
-1.027838612
-0.735593036
-1.379073844
0.276977274
1.134719411
0.551694513
-0.611025291
0.973430587
0.73886324
-1.253398123
-1.019193625
0.816129814
-1.164322977
-0.977615531
-1.010198635
-0.354065917
1.028161992
1.284731246
-0.809045924
-0.770609638
-1.034912465
0.866224719
-1.216532471
0.849353518
0.586861933
-0.9858922
1.462938358
0.900142309
0.601609031
0.088417935

0.9721979
-1.50757411
0.88824421
0.88616983
0.77173562
0.65508982
-0.90252757
-0.66295579
-0.47983435
1.4046725
0.97223202
0.76977965
-1.43003571
0.50540575
1.11714503
-0.48158252
-0.92539752
1.32027019
-1.21961618
-1.44523912
-0.9099222
-1.18181451
0.76286301
0.38563401
-1.40847773
-1.2683945
-0.80646056
1.26934562
-0.88716436
1.27772201
1.20572478
-0.60318012
0.55320086
1.15302067
0.78689236
1.83694223

0.1058202
0.15736326
0.92731964
0.69279292
0.81041942
1.13447786

-0.42558615
-0.37841573
-0.46270597
0.74463912
-0.14870214
0.87518746
-0.03175169
1.37567896
0.25167701
-0.45159197
-0.80840453
0.26808043
-0.01698897
0.1675851
-0.73193153
-1.14257799
0.72070592
1.04612467
-0.53730351
-0.1784173
-0.64136695
0.1679889
-0.22225249
0.67405978
0.56355411
-0.72433003
0.69530233
0.56431985
1.14276414
-0.01897777

-1.10776494
0.52161171
-1.36487304
-2.19415112
-1.52203751
-2.3154481
1.9479189
2.42580609
1.66348695
-1.71245124
-0.66474265
-1.94551009
1.17927183
-2.07094446
-1.08754795
0.84737369
0.8362421
-1.48035159
0.95232067
0.66387279
1.28425154
1.60167331
-1.60974573
-1.92176072
0.98097163
1.05360023
1.67591737
-1.27240771
1.34790705
-1.79637887
-2.00251646
0.64164797
-1.91527224
-1.93386543
-0.98959145
-0.84164412

-1.51397065
1.26494931
-1.58816121
-1.13346435
-1.44291157
-0.91990996
0.74607209
0.3129636
0.89899956
-0.99727688
-1.06141595
-0.71878121
0.88592869
-1.34044624
-0.94138078
1.31774017
1.56902417
-1.28520047
1.2262634
1.37012529
1.32812248
0.90173884
-1.16818647
-1.35982494
1.52388558
1.27245392
1.00590342
-1.50629389
1.21307198
-1.04880265
-0.73733041
1.55787591
-1.33018381
-1.08419415
-1.3369977
-0.87030845

-0.95877423
1.27952966
-0.92666999
-0.1247296
-1.17212501
-0.66786057
0.73354098
-0.16792678
0.80425825
-0.74354545
-1.24839088
-0.41190427
1.0360806
-0.52646251
-1.06967994
1.00184707
1.52212612
-0.77414849
1.41856088
1.39080252
1.18272165
1.22863098
-0.80948771
-0.53161807
1.49305766
0.95547368
0.88194744
-0.63464002
0.87238184
-1.1880065
-0.65347583
1.08949714
-0.64788068
-0.76708469
-1.18461813
-1.15236548
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IMAGE:913992
IMAGE:841645
IMAGE:999087
IMAGE:278875
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IMAGE:1536236
IMAGE:782193
IMAGE:2308253
IMAGE:810448
IMAGE:724465
IMAGE:825809
IMAGE:324437
IMAGE:795250
IMAGE:286450
IMAGE:1637296
IMAGE:897822
IMAGE:1703518
IMAGE:1575049
IMAGE:1871083
IMAGE:460571
IMAGE:415064
IMAGE:897896
IMAGE:382195
IMAGE:243614
IMAGE:145292

HS3ST3B1 Hs.4
ARF1 Hs.28622]
DHRS7 Hs.5971
SRGAP2 Hs.497
CSPG2 Hs.4436
Hs.349122 Tran
PLCL1 Hs.15332
SETD4 Hs.4737
NDEL1 Hs.3721
NECAP1 Hs.555
IDUA Hs.89560
GTDC1 Hs.4478
C170rf81 Hs.41
ZNF539 Hs.4344
SEMA3C Hs.269
PLAUR Hs.4668]
Hs.408702 Tran
LATS2 Hs.7896(
OSBP Hs.50268
Hs.525339 CDN

AA250763 10]
C10o0rf4 Hs.303
CXCL1 Hs.789 (
ALS2CR12 Hs.1
PHCA Hs.23862
RPS24 Hs.3567¢
SYK Hs.371720

AI160214 108§
Hs.444193 Tran
TPSG1 Hs.5920]
Hs.643938 Tran
Hs.527211 CDN
RSN Hs.524809
MYO7A Hs.3704
TSPAN32 Hs.27

COL4A1 Hs.174;

0.672147957
-1.4020827
1.045902594
1.233444142
1.281114474
-0.883716895
0.459084348
-1.019273441
1.427986537
-1.372706321
0.777306536
-1.615305393
-1.097724075
-1.311960626
-1.213598211
1.006429263
0.665339488
0.894226764
1.262445735
1.203547413
-1.21102348
-0.595193791
0.351934204
1.488993062
-1.195414505
1.305899258
0.828518659
1.128408885
-0.914328705
1.060705032
1.268993149
-1.272918576
-1.030813735
0.475054158
0.821811277
1.415680621

1.25172392
-1.00436117
1.24655869
-0.03035899
0.47144852
-1.35330535
1.11059109
-0.62060681
0.01354258
-1.14853842
1.11290182
-0.43476466
-0.67380225
-0.66555818
-0.65431343
0.98652566
1.47491341
0.89821812
0.85583471
0.94718163
-0.6272889
-1.18159595
1.41774375
0.41490695
0.03571229
0.35893195
1.16482434
0.24458771
-1.00808526
0.38119552
0.61883782
-0.43700118
-0.75946489
0.99045313
1.2923938
0.65489106

0.23410215
-0.40777886
0.23424869
1.28726444
0.36111948
-0.08072064
1.18535415
-0.58963362
0.90431507
-0.23383031
0.46653611
-0.56462414
-0.54725842
-0.39033471
-0.72377299
0.21938408
0.06847715
1.03431777
0.45003691
0.36991662
-0.43283536
-0.9365535
-0.04669175
0.49440624
-1.17939299
0.69203603
0.34841958
0.97731338
-0.59255621
0.96525306
0.81918487
-0.70001897
-0.73632042
1.1552046
0.45524161
-0.09439283

-1.36446602
2.31108975
-1.74246466
-1.10921127
-1.51939112
1.24410579
-0.67952031
1.13100865
-1.64239921
1.0261479
-2.1159386
1.09269407
1.54118929
1.17517028
0.71525774
-0.61955264
-1.38042207
-1.25079024
-1.57155052
-1.57603226
1.92921426
2.56804923
-1.19076351
-1.58039829
0.46850395
-2.11246238
-1.92471141
-1.40781621
1.50796565
-0.25330111
-1.29069965
1.2581998
1.77079664
-1.76869344
-1.14095562
-1.33801415

-0.78140164
0.99087521
-0.93733208
-1.32867267
-0.95095669
1.20653872
-1.4815513
1.19078148
-1.03029929
1.47786555
-1.00571583
1.34758355
0.47347573
1.10599322
1.39857745
-1.3284999
-1.3441103
-1.47087703
-1.05607574
-1.0986615
0.85785003
0.90020252
-0.71109603
-1.07295603
1.7770279
-0.89187386
-0.64243239
-1.06641371
1.11298268
-1.3447093
-1.13590076
1.14317889
0.92110229
-0.93612586
-1.55984822
-0.8722717

-1.03256784
0.81742442
-1.05170605
-0.97582434
-0.60989604
1.00578965
-1.67513424
0.87507228
-0.61998901
1.57014156
-0.29682825
1.34060763
1.3266975
1.1730331
1.5927485
-1.31560995
-0.57144342
-1.25989728
-1.11234054
-1.01379558
0.51144849
0.36762472
-0.69429271
-0.82050351
0.96826272
-0.35795561
-0.85839517
-0.8069067
1.00336787
-1.77140675
-1.42912713
1.03852466
0.91391953
-0.9374474
-1.03955578
-0.77758063
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*mitoch. cont. IMA(
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IMAGE:1658252
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IMAGE:1703181
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IMAGE:814522
IMAGE:230261
IMAGE:769579
IMAGE:940821
IMAGE:853789
IMAGE:195753
IMAGE:300973
IMAGE:1635302
IMAGE:1658001
IMAGE:234468
IMAGE:2504881
IMAGE:26939
IMAGE:462681
IMAGE:1915185
IMAGE:842980
IMAGE:345897
IMAGE:782701
IMAGE:470128
IMAGE:298417
IMAGE:645670
IMAGE:1010155

HDHD1A Hs.185
MAPK6 Hs.4118
C20o0rf121 Hs.2
TRAF1 Hs.5312]
148609
Hs.552449 Tran
LOC283130 Hs.1
ITPR1 Hs.56729
FL]J21963 Hs.25
AI038595 947
ZBTB25 Hs.4354
POLR2E Hs.243(
PSMD9 Hs.1311
AI097617 237
CAMK1D Hs.156
ANKRD39 Hs.63
RALA Hs.6906 V
MAP2K2 Hs.465
AA503283 30
TYRP1 Hs.27027%
DBT Hs.270570
CD8A Hs.85258
EDAR Hs.17197
LOC390927 Hs.!
OSBP2 Hs.5175
STAT5A Hs.437(
LOC643564 Hs.!
NRG3 Hs.12511
Hs.158667 Tran
DRG1 Hs.11524
Hs.642794 Full
PODN Hs.58614
MYO1E Hs.3703
TFF3 Hs.82961 ]
Hs.633967 Tran

ALOX15B Hs.11

0.978421404
1.575699496
1.331021458
0.539928375
-0.912636562
1.315597461
-1.166012961
-0.884196979
-1.209297873
-1.159235328
-1.275371524
0.711085682
1.019292052
-0.74041101
-1.159644229
1.304317193
0.770755675
0.891717779
-1.340232877
0.865328341
-1.12915703
0.518069652
-0.895839976
-0.96303342
1.559750438
0.572786104
-1.205924268
-1.001571556
-0.822898799
1.484709657
-0.571424084
0.484233906
1.226754516
0.91672589
0.329943983
-1.85596128

1.13224735
0.54690448
0.1030053
1.64938791
-0.82850467
0.4953308
-1.04839952
-0.63363583
-0.8586088
-1.63110251
-1.13392049
1.05497579
0.67805876
-1.62244407
-0.6628041
0.82421519
1.67747891
0.79082299
-0.50390385
0.69415455
-0.57084718
1.49902341
-1.20718772
-1.07101194
0.45452604
1.48144211
-0.17953728
-1.01392039
-1.2396319
0.59191724
-0.94166032
0.27406582
0.69614884
0.92249172
-0.66225519
-0.60854812

0.31081681
-0.04303391
1.17611817
-0.06009393
-0.82741205
0.81925776
-0.41737784
-0.99659155
-0.48490575
0.4405943
0.71696628
0.72392425
0.89146498
0.14195552
-0.52332142
0.91740933
-0.44738664
0.9339975
-0.46006403
0.758178
-0.81323536
-0.06642742
-0.26257753
-0.57622431
0.26090402
0.3910549
-0.99803914
-0.40590881
-0.42487616
0.76381309
-0.76944952
1.5319375
0.80158745
0.64081401
-0.29433701
0.00546354

-1.04503069
-1.29701273
-1.58772498
-0.77251654
1.10136921
-1.89937762
1.61145403
1.40181559
2.64937788
1.60301882
0.81753965
-2.05539558
-2.24869379
1.50127017
1.68004105
-2.42300679
-1.0063744
-1.97393453
1.52479623
-1.3873854
1.97627132
-0.62836547
0.84890249
1.5942317
-1.53093064
-1.10040177
0.9662553
1.95092188
1.42441241
-1.9255575
1.91561236
-1.61802205
-1.77915783
-1.05942724
2.48677046
1.52853562

-1.03958269
-1.05570155
-1.19558358
-1.32724631
1.14689513
-1.10784642
1.28929548
0.6716088
0.89227948
1.28630544
0.97741299
-0.92743604
-0.85938681
1.18113719
1.17749319
-1.15883254
-1.22000029
-1.09254646
0.87587042
-0.95278182
0.92263169
-1.30076997
1.21119805
1.02773502
-0.82666171
-1.22675495
1.62095899
0.97323118
1.36558784
-1.27595108
0.32087921
-0.85786185
-1.09692532
-1.33415203
-1.44716518
1.00223991

-1.46991076
-0.7773993
-0.83787929
-1.10909415
1.39771257
-0.73324056
0.9425915
1.44906426
0.16633483
0.74543962
0.92277753
-0.57116589
-0.55227684
0.68443086
0.53029002
-0.75772091
-0.88674389
-0.62482703
0.94061848
-0.94677962
0.66764749
-1.01346987
1.42266292
1.1493817
-0.98995239
-1.24300424
0.73852696
0.60647088
0.834891
-0.86819812
0.99494693
-0.57648756
-1.01025619
-1.16626466
-0.1732172
1.15915913




IMAGE:1704155
IMAGE:853988
IMAGE:712683
IMAGE:823726
IMAGE:1435192
IMAGE:186132
IMAGE:785745
IMAGE:768344
IMAGE:2144577
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IMAGE:2244196
IMAGE:1591379
IMAGE:399101
IMAGE:323322
IMAGE:999365
IMAGE:2013094
IMAGE:48182
IMAGE:242084
IMAGE:283309
IMAGE:229537
IMAGE:712591
IMAGE:785744
IMAGE:324225
IMAGE:295492
IMAGE:1204881
IMAGE:377252
IMAGE:753321
IMAGE:2505791
IMAGE:1612722
IMAGE:511882
IMAGE:210697
IMAGE:1869136
IMAGE:324891
IMAGE:1574120
IMAGE:267427
IMAGE:1635163

IER5 Hs.15725
UBE2L3 Hs.1081
NCK1 Hs.47769

AA489655 10]
TMEM41A Hs.53
SELE Hs.89546
PNPLA4 Hs.264
TYRP1 Hs.27027%
JPH2 Hs.441737
CRISPLD1 Hs.43
BCAP29 Hs.303]

AA976270::Al
Hs.601242 Tran
Hs.171939 MRN
PRR5 Hs.10233¢
KIF1C Hs.43512
PGM5P1 Hs.178
FCHO2 Hs.1657
REV1L Hs.44307
GANAB Hs.7684
Hs.598937 Tran
MFGES8 Hs.3745
RARRES3 Hs.17
ZNF260 Hs.181(
COBLL1 Hs.4704
ADORA2B Hs.16
Hs.593989 Trari
ARD1A Hs.4332
CPSF3L Hs.644¢4
OVOL2 Hs.3863
EPB41L4B Hs.59
ABHD5 Hs.1938
DEGS1 Hs.2998
ANXA4 Hs.4229
C2o0rf24 Hs.497

HAAO Hs.36880

1.032337439
1.009148757
1.049638601
-0.827942257
-1.023836963
0.831663825
0.93514704
0.797475888
-1.386662448
-0.962461008
-1.132322832
-0.803722429
-1.632072272
-0.872697438
-0.901331098
1.496839656
-0.580043677
-0.991239778
-0.997576966
1.000236163
1.503650691
0.47059289
0.170740143
-1.415390656
0.633357698
1.142540934
-0.972630308
1.010731962
1.273126459
-0.886177452
-0.582958418
-0.895145386
1.45771593
-1.3068242
1.204944485
0.89326697

1.09589962
1.219725
1.03116611
-1.58661941
-1.03611471
1.13653085
1.04197506
0.65904936
-0.76370462
-0.60073817
-0.63399016
-0.46964771
-0.66707098
-1.43908501
-0.89486917
0.0627702
-0.86844945
-1.37474848
-1.02301859
1.0358963
0.83187328
-0.01991789
1.2867666
-0.77889045
0.92667251
0.9116687
-1.19024172
0.97889731
0.54688516
-1.16749728
-0.85694153
-0.91310795
0.20329758
-0.88106229
0.31182551
0.669279

0.23611199
-0.01821798
0.07798575
0.10247939
-0.86913737
0.08354667
0.54085453
0.83568161
0.00974302
-0.95615647
-0.58665513
-0.36862029
0.11769414
0.14088272
-0.54529081
0.77971613
-0.91892046
0.087171
-0.93185277
0.40292883
0.12695745
1.83049173
0.89495299
-0.90357094
0.93672901
0.35209702
-0.13498639
0.3241646
0.65852225
-0.43354645
-0.90525833
-0.33212665
0.61321416
-0.24241944
0.99992308
1.13858713

-2.04994298
-1.22212121
-0.56638081
2.72491783
1.21470298
-1.33337804
-1.92086367
-1.69022673
1.40667345
1.68968057
0.7076621
2.13482698
0.66687336
1.30683803
1.12979861
-1.53268757
1.83195442
1.30905809
1.18953956
-1.80955993
-1.81910542
-1.53310135
-1.73353018
1.6851235
-1.8822358
-1.54907711
0.70805782
-2.32049927
-2.36018075
1.48171523
0.8394916
0.6149318
-1.42825445
1.81534727
-1.70913116
-1.90844923

-0.68165793
-1.28394476
-0.83446278
0.46000253
1.6382852
-1.29272911
-0.54059709
-1.08147961
0.86596006
0.65682002
1.60357615
0.06094747
1.1401069
1.2180758
1.15953815
-1.1996993
0.74121527
1.17139023
1.76265759
-1.13424604
-0.83950615
-0.96224829
-0.93264069
1.42568733
-1.05257391
-0.97972271
1.5241006
-0.60938663
-0.80266325
0.97572193
1.26301857
1.27505618
-1.01602531
0.76508741
-0.94360061
-1.25248446

-0.75589467
-0.81447218
-1.81784567
0.3088229
1.32336103
-0.43061819
-1.18029056
-0.45768355
0.94073833
1.19349377
1.07155014
0.17505613
1.49461694
0.76665645
1.08657715
-0.58167308
0.74822058
0.95957032
1.24351215
-0.61405376
-1.0033712
-0.46877753
-0.63878049
1.31007451
-0.57614686
-0.9926359
1.18088261
-0.45976375
-0.39032624
1.16500799
1.18891267
1.23755034
-0.81375821
1.00441936
-0.87232707
-0.60611917
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IMAGE:753252
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IMAGE:1871165
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IMAGE:50238
IMAGE:324712
IMAGE:1632154
IMAGE:2562146
IMAGE:2466317
IMAGE:80221
IMAGE:236129
IMAGE:460386
IMAGE:1862098
IMAGE:375834
IMAGE:2313673
IMAGE:45641
IMAGE:415136
IMAGE:2143529
IMAGE:782277
IMAGE:898051
IMAGE:701070
IMAGE:249606
IMAGE:180079
IMAGE:1603560
IMAGE:415415

LOH11CR2A Hs.

AA663922::A]
HOXC6 Hs.5490
NUP210 Hs.475
LASP1 Hs.54801
TAF1B Hs.6319(
ARHGEF2 Hs.56
TMEM101 Hs.51
CRLF1 Hs.11494
ATP10B Hs.1093
CASC4 Hs.5128
LOC643988 Hs.!
AGPAT3 Hs.248]
TMEM41A Hs.53
Hs.633606 Trar
VPS37C Hs.523]
RPS6KB2 Hs.531
HMHA1 Hs.4655
MAPK13 Hs.178
RNF8 Hs.48527¢
CPA3 Hs.646 Ca
TMEM127 Hs.35

AA676776 661

AI053677::Al
LOX Hs.102267
TMEDS Hs.4828
MAP2K3 Hs.514
KDELR2 Hs.4874
TRAT1 Hs.1387(
DCBLD1 Hs.583
TNC Hs.143250

AA287269::A/
RABEPK Hs.190
ARHGAP1 Hs.13
PEPD Hs.36473

Hs.633768 Trar

0.735477997
-0.892126822
1.134370684
0.551529682
0.846603984
0.674974973
-0.098230869
1.057186282
1.398512464
1.395394195
-1.019111026
1.242718746
-1.13771132
-0.939148906
-0.949634485
1.109289545
1.405908278
0.125744462
1.096073604
1.151522296
-1.59423447
1.399306412
1.465237403
-1.312106464
0.59809473
-1.045812002
1.376535239
1.124777326
0.644490523
-1.126249462
1.087810256
-1.017146541
1.271864331
1.008786506
0.978530605
0.814929976

0.16410118
-0.94206443
0.90769196
1.42039059
1.15235138
1.3229608
1.62520716
1.37603574
0.26269221
0.20828588
-0.64042146
0.34367062
-0.53479263
-1.11445348
-1.19520468
0.66368583
0.56543043
1.82856064
0.65240087
0.84659849
-0.49297028
0.86477353
0.22594018
-0.57420587
0.63035055
-0.51340235
0.65737357
0.93303767
1.23350705
-0.41675741
1.02073246
-0.66051996
0.82251957
1.03523512
0.87750121
0.89501071

1.54387039
-0.77527281
0.78415206
0.58303782
0.54894991
0.36577859
0.90964743
0.04446753
0.50036771
0.6315457
-0.72401897
0.56743371
-0.44695798
-0.78488088
-0.64057541
0.82572354
0.35718404
-0.26941713
0.56082682
0.64590318
0.09712691
1.10346302
0.97521098
-0.46577966
1.09268391
-0.92369287
0.33610321
0.57028698
-0.07447943
-1.20495874
-0.47836054
-1.02822816
0.60894583
0.70727234
0.65528134
0.67307267

-1.68800621
1.97587345
-1.44381646
-1.37715057
-1.63691913
-2.08712839
-1.64418977
-0.95978436
-0.81575307
-1.00586939
1.77158099
-2.30277744
0.59295025
1.10402588
1.69264096
-2.03724966
-1.93126903
-1.331787
-1.82276059
-2.00776555
0.58254763
-1.98099729
-1.67273432
1.46574535
-0.81917442
0.73999421
-2.5240767
-1.74535799
-0.0927046
0.79048766
-0.88858919
0.7951176
-1.72626709
-2.21364614
-1.87073357
-1.87864279

-0.91876371
0.96696723
-1.2398056
-1.04862249
-1.01643178
-0.52583971
-1.06858178
-1.45275017
-1.36663076
-1.19156999
0.97847643
-0.69947494
1.25586964
1.54754645
0.91300549
-1.01692938
-0.92989972
-0.65144647
-0.85377933
-0.94330426
1.12942114
-1.35420609
-1.32970397
0.98588611
-1.0014899
1.416443
-0.44724532
-1.21677841
-1.10147244
1.53735475
-0.98719356
1.4742864
-1.53729032
-1.13255917
-0.86015959
-0.90623385

-0.67243682
0.77753722
-1.35966198
-1.26090462
-1.03126952
-0.84115879
-0.71475217
-1.29288292
-0.9348828
-0.99751286
0.64426503
-0.0866238
1.2186335
1.40993236
1.41233156
-0.63743845
-0.54231936
-0.61145277
-0.64720531
-0.85349034
1.29742971
-1.44024532
-0.75334181
0.96006162
-1.38785849
1.33700041
-0.49967019
-0.83744482
-1.52972003
1.49286632
-0.68908065
1.53238094
-0.63920073
-0.60391755
-0.87225624
-0.62137523
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IMAGE:1915445

*mitoch. cont. IMA(
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IMAGE:725931
IMAGE:280777
IMAGE:309583
IMAGE:45515
IMAGE:1695734
IMAGE:240353
IMAGE:345670
IMAGE:1009313
IMAGE:1739623
IMAGE:1536968
IMAGE:742633
IMAGE:786308
IMAGE:340850
IMAGE:783681
IMAGE:714498
IMAGE:39821
IMAGE:80050
IMAGE:504678
IMAGE:810213
IMAGE:1010172
IMAGE:2125819
IMAGE:246869
IMAGE:502515

ANKH Hs.15672
Clorf164 Hs.45
C220rf13 Hs.98
ADPRH Hs.9988
EXOSC7 Hs.115
EHD1 Hs.52377
LOX Hs.102267
GRHPR Hs.1557
149015

CNTN1 Hs.1434
SUGT1 Hs.2819
AI654233 110
YARS Hs.213264
CLCNKA Hs.591
KENAE Hs.4823
RARRES1 Hs.13
BCAP29 Hs.303]
HK3 Hs.411695
Cé6orf71 Hs.310
APCDD1 Hs.293
PPAP2A Hs.4351
Hs.541185 CDN
CD3E Hs.3003 ¢
NAG Hs.467759
CD4 Hs.631659
C90rf125 Hs.13
HUWE1 Hs.1369
TRIMS8 Hs.3368]1
ABCAS Hs.4214
STEAP4 Hs.521(
Cl4o0rf147 Hs.2
IL1R1 Hs.55740
AA228893::A4
BAX Hs.631546
ZNF207 Hs.500]

RBM25 Hs.5311

-1.05587656
1.174988166
0.895347429
0.897687433
1.385721404
0.72830324
0.883355776
1.130205498
-1.232549999
0.95752393
1.277110578
0.376732939
1.108974995
-1.242137558
-1.486910099
-0.933523013
-1.254288898
0.591945032
-1.124878272
0.907268528
-1.534473746
-1.020882648
-0.326690544
0.441027351
0.670417596
1.343845088
0.77586892
0.489050589
-0.796132016
1.158430962
-0.802705498
0.944845865
-0.680299571
0.769042105
1.30840565
-0.755548868

-0.91342813
0.47459901
1.20986773
0.96492927
0.32416094
1.14316378
0.87000369

0.8589519

-0.77539911
0.71559898
0.91020355
1.11145122
1.18195245

-1.05286769

-0.86924114

-0.75984552

-0.54719177
1.26851613

-0.48599441
0.36121151

-0.82590237

-0.81472563
1.82568053
0.77229342
0.82742348

-0.07937106
0.82068679
0.91324238

-0.84863434
0.88807405

-1.13855879

0.9232544

-1.54465167
1.32868181
1.18534017

-0.74422462

-0.57551647
0.75282257
0.54536365
0.85527335
0.63816063
0.82006063
0.58226617
0.45362153

-0.35980739
0.97093759
0.04720765
0.77769031

-0.14283928
0.06124359

-0.39924476

-0.38643892

-0.34896789
0.27268805

-0.87392389
1.17270287
0.22870422

-0.64583994
0.54102939
1.27893564
0.84799666

1.3198583
0.84676264
0.9855478

-0.92310686
0.04909548

-0.44304488
0.30669809

-0.31906001
0.13838606

-0.19406338
-0.9941131

1.37796326
-1.99535956
-1.98271683
-1.17827495
-1.46261801

-1.3696709
-0.64495768
-1.21749437

1.82336152
-1.72448963
-1.02886186

-0.6346848
-1.17436977

1.44915095

1.97345599

0.55340171

0.67218096

-1.3316576

1.42525815
-1.57409656

0.92198793

0.86656053
-1.07428537
-2.06709523
-1.47356988
-1.60777214
-1.92481497
-2.18793707

0.86435486
-1.33352474

0.53709407
-1.16116175

1.79741042
-1.45542922
-1.39555705

0.65866143

1.58402944
-1.13315636
-1.04962055
-1.72215796
-1.26334898

-1.2305706
-1.69643467
-1.33955849

0.83075351
-0.76158041
-1.33843967
-1.40938774
-1.04115696

0.99932775

1.27591605

1.44113909

1.58193981
-0.91144352

1.37426742

-1.0377432

1.51650843

1.51427921
-0.81206231
-0.80292545
-1.00988369
-1.29680056
-0.75140174
-0.81630326

1.35504963
-1.03693504

1.23218285

-0.8300926

1.03737668
-1.08490914
-1.10662069

1.49665606

0.71135991
-0.28689306
-0.80718993
-0.96258383
-0.63655731
-1.23203481
-1.01647955
-0.99371015

0.80756787
-1.23728631
-0.97267923
-1.16031658
-1.04231533

0.91747468

0.78391078

1.02856066

0.88431009
-0.88845068

0.70918832
-0.75675889

0.81618754

1.17987261
-1.03842404
-0.54863003
-0.82330386
-0.64196121
-0.77707015
-0.33113389

1.40162861
-0.76066709

1.69642563
-1.19426866

0.90146476
-0.77923008
-0.99586176

1.33698411
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IMAGE:814455
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IMAGE:953848
IMAGE:284139
IMAGE:930020
IMAGE:366074
IMAGE:127032
IMAGE:229907
IMAGE:1323011
IMAGE:853506
IMAGE:757368
IMAGE:1456899
IMAGE:39914
IMAGE:293729
IMAGE:1944078

1239845

IMAGE:951449
IMAGE:1588935
IMAGE:1655795
IMAGE:358162
IMAGE:365707
IMAGE:51511

CCDC9 Hs.2277
KIAA1407 Hs.47
GCNT2 Hs.5198
TIA1 Hs.516075
SLC15A1 Hs.43¢
FBL Hs.299002
GABPB2 Hs.596
GYPC Hs.59138
RANBP2 Hs.590
TSPAN5 Hs.591]
MYLK Hs.55660
Hs.562735 Tran
SLIT3 Hs.60411
CYP11B1 Hs.184
COMMDS8 Hs.23¢
TMF1 Hs.26763]
Hs.430095 Trar
TRIM35 Hs.104

AA503162::Al
LOH12CR2 Hs.6
BIRC3 Hs.12779
SLC14A1 Hs.101

AA746175 13
PISD Hs.420559
MOSPD3 Hs.521
CYP3A5 Hs.150%
FSTL4 Hs.48339
UNQ1887 Hs.50
SLC25A37 Hs.5¢
SYT17 Hs.2583%
REG4 Hs.17148
PHLDA3 Hs.268
GNG12 Hs.4311
SAC3D1 Hs.236
FAM3D Hs.6126

GALNTL1 Hs.21

-1.275715297
-1.099473061
-1.095004678
-1.384229066
-0.929500724
0.851463764
0.450565321
1.094941372
-0.85396489
1.303697299
-1.047443827
-0.332541696
1.084325144
-1.045227393
1.291953012
1.033441715
-1.120417415
1.195545831
-0.887487755
-0.825998643
0.259255166
-0.975856317
-0.715679407
1.00862763
0.866489289
-0.62845381
-0.727512381
1.214383099
-1.281309389
-0.979838675
-1.242412428
0.713594428
1.234331374
0.620480294
-0.703065445
0.653636607

-0.94875748
-0.93415885
-0.79959398
-0.65498291
-1.02317062
0.92072832
0.76567843
1.19396788
-0.93047874
0.23474728
-1.01888494
-1.40813987
-0.64186788
-0.70096601
0.73978446
1.26687872
-0.65293775
-0.60513027
-0.93378591
-1.75978746
1.267821
-0.74275438
-1.40133335
1.09125603
0.57399872
-1.63153837
-1.15068047
0.52172695
-0.82404128
-1.46439125
-0.98572192
0.66070913
1.35474009
0.58917562
-1.16107417
0.097452

-0.17246622
-0.49838462
-0.56175049
-0.01752743
-0.39107226
0.63273359
1.27429761
-0.04926491
-0.63754001
0.87798445
0.00733121
-0.36155274
1.29677967
-0.61564906
0.31273785
0.34013381
-0.66579029
1.8030192
-0.55612524
-0.01215994
0.62142199
-0.6263766
-0.20585574
0.4668124
1.35072367
0.01304944
-0.60673502
0.48615912
0.09634797
0.40956316
0.06402731
1.19837635
-0.10790894
1.11587681
-0.29085759
1.64441746

1.50062362
1.43681562
1.09652614
-0.15076905
1.39438012
-1.66885465
-1.90324083
-0.66435456
1.56350832
-1.7694173
0.49679887
0.91725959
-0.45336696
1.34218251
-1.02144281
-1.62686474
1.53823144
-1.45348653
1.42212883
1.7487532
-1.02055375
1.72444313
1.03210718
-2.02727224
-1.11350934
1.20683778
1.31691284
-1.55289554
0.45685814
0.63590715
1.11052001
-1.60636251
-1.20774749
-2.00265601
0.84979604
-0.69882855

0.89224854
1.23458495
1.08137687
1.939011
1.17549487
-1.01266413
-0.81439929
-1.38004614
1.15780276
-1.07623356
1.20442472
1.01578766
-1.19606484
1.82104795
-1.06807211
-1.17166258
0.98963586
-0.98463125
1.1021755
0.78080138
-0.75847944
0.84186829
1.29353904
-0.85218286
-1.39137537
1.22666404
1.2457884
-1.34045104
1.59271212
1.63332175
1.21396245
-1.28657171
-1.09367608
-0.75242546
1.0226646
-1.30266266

1.15941979
1.00202806
1.36618309
1.2924853
0.84797236
-0.76768634
-0.69959752
-1.32738204
0.75227937
-0.55949658
1.38910555
1.12991602
-0.63522868
0.22562098
-1.3490136
-1.0771206
0.9644033
-0.70127957
0.90276273
1.36432449
-1.28835854
0.79457538
1.1071926
-0.85388589
-1.34425189
0.94017466
1.01300681
-0.31851739
0.98802078
0.88516204
0.93768493
-0.66649156
-1.44729746
-0.45424841
1.28732078
-1.18066352
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IMAGE:1646553
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IMAGE:767801
IMAGE:1896822
IMAGE:815501
IMAGE:289936
IMAGE:344970
IMAGE:428828
IMAGE:220369
IMAGE:2421798
IMAGE:246546
IMAGE:298136
IMAGE:290654
IMAGE:239724
IMAGE:754080
IMAGE:744436
IMAGE:281901
IMAGE:665508
IMAGE:289978
IMAGE:996847
IMAGE:1492104
IMAGE:234522
IMAGE:593780
IMAGE:1569429
IMAGE:1558693

ANKDD1A Hs.2(0
PLXNA1 Hs.432]

AA777699 24]
C150rf39 Hs.17
RBM38 Hs.2363
FLT3LG Hs.428
CSPG2 Hs.4436
THRA Hs.724 Th
POLRMT Hs.254
INOC1 Hs.29294

AA702714 93]
SLC7A2 Hs.448]
GATA3 Hs.5241]
ZC3HAV1 Hs.13
COBL Hs.99141
LMNB2 Hs.5382
SLC7A11 Hs.39(
ITGA4 Hs.44095
BCL2L10 Hs.283
SORBS1 Hs.386
PLAUR Hs.4668]
TMEM140 Hs.56
CDADC1 Hs.388
ZNF331 Hs.185¢
SLFN11 Hs.462§
ICAM3 Hs.7551¢
Hs.112954 Trarn
HDAC11 Hs.404
DERL1 Hs.2415]
UBL4A Hs.7648
CLN8 Hs.12767]
TUBB2C Hs.433
PKLR Hs.95990
Hs.598465 Tran
CHD3 Hs.19161

C190rf30 Hs.32

-0.940880551
0.929531972
-0.599035211
0.71649716
1.100999288
0.399007057
1.025326759
1.338044079
1.014157426
0.750466552
-1.029632431
1.451343529
0.787973801
0.754961398
-1.140742564
0.563009832
1.086956591
0.522255744
1.537268391
-1.027518632
0.798112435
0.959535565
-1.375293842
-1.205075784
0.697603882
0.457794648
-1.334187162
0.322789334
0.591448555
1.253074873
-0.975009468
0.887439023
-1.182897405
1.173449495
-0.904292105
-0.615632722

-0.89523699
0.72208054
-1.61110725
0.99990859
1.40921886
0.85394667
0.66901577
1.1321871
0.86407812
1.35255031
-0.71379842
0.67450979
0.47674617
0.69002559
-0.76418208
1.32691458
0.88377635
1.38106082
-0.27147576
-0.83211684
1.17551328
1.0245248
-1.15803704
-0.66911725
1.16444163
1.71412373
-0.71278795
0.51190603
1.11302336
0.78966239
-0.94986882
1.13717764
-0.71820254
0.88272414
-0.39604572
-0.61416147

-0.56368219
0.86163878
0.18716668
1.04678047

-0.00730693
1.49246057
0.33861831

-0.03738552
0.72271309
0.05064791

-0.60685873
0.06075604
0.87018977
0.49831035

-0.40521787
0.17115499
0.02714976

-0.07912198
0.58910567
-0.4784396
0.10684442
0.48511419

-0.40970804

-0.97301126
0.43722677

-0.01770839

-0.52463566

1.5624686
0.69904903
0.59884549

-0.75307019
0.22763576

-0.24131275
0.71460904

-0.57275908

-0.45788152

1.02813687
-1.96229379
0.73729081
-1.66988154
-1.63990748
-0.96006356
-1.58837631
-2.33955275
-0.91920299
-1.87661945
1.27046293
-1.99950622
-2.00448368
-2.14040257
1.49193811
-1.72640563
-0.86369052
-0.81881514
-1.34482261
2.06972188
-0.76267084
-1.61844792
1.89683503
1.38354868
-0.90460301
-1.40592699
1.52132558
-1.48674872
-1.73859449
-1.60836091
0.86893994
-1.53718703
0.83502205
-1.88769894
2.32887168
1.99102194

1.57736579
-0.96511249
1.35083234
-1.02403051
-1.33168791
-1.54103375
-0.8498408
-0.97860938
-1.71075032
-0.81167803
1.16732605
-0.99953938
-0.69635505
-0.34539132
1.06357332
-0.81979923
-0.85769632
-0.80917768
-0.68510698
0.99531734
-1.14550191
-1.33992265
1.2329948
1.52014751
-1.07572206
-1.01551397
0.93562361
-0.98887006
-1.06095793
-1.27306835
1.43723546
-1.18350306
1.5197558
-1.21460653
0.18315969
0.23287256

0.8532764
-0.62706096
0.9931322
-1.18917216
-0.78459817
-1.243909
-0.52656956
-0.34045274
-1.09079136
-0.52953771
0.93593069
-0.26567942
-0.28397844
-0.30457453
0.80839787
-0.5026255
-1.26864977
-1.12807956
-0.60514145
0.32246349
-1.18582135
-0.6241127
1.18230154
1.12385744
-1.35927668
-0.81430111
1.26930806
-0.72951002
-0.63096673
-0.93123349
1.52247978
-0.60077961
0.79851301
-0.87521627
0.15442422
0.19314869
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IMAGE:1011697
IMAGE:1586056
IMAGE:855395
IMAGE:2516692
IMAGE:1901399
IMAGE:345761
IMAGE:810859
IMAGE:244307
IMAGE:1656893
IMAGE:187055
IMAGE:49164
IMAGE:299781
IMAGE:491500
IMAGE:950746
IMAGE:2516736
IMAGE:1947827
IMAGE:1662217
IMAGE:120309
IMAGE:112495
IMAGE:281909
IMAGE:428411
IMAGE:1553439

PALMD Hs.4839
DDX28 Hs.4583
UBE2V1 Hs.420
H2-ALPHA Hs.5(
ALOX15B Hs.11
ERN1 Hs.13398
Cl1orf59 Hs.53
PTPN18 Hs.5911
MICAL-L1 Hs.51
NELL2 Hs.505372
KALRN Hs.8004
CHP Hs.406234
UNC45A Hs.389
DST Hs.631992
RPL21 Hs.38117
CAPZA3 Hs.131
SCP2 Hs.47636]
CTSW Hs.41684
Hs.210944 Trari
Hs.595153 CDN
IL32 Hs.943 Int
SERPINE1 Hs.41
FUT8 Hs.118721
PDCDG6IP Hs.471
VCAM1 Hs.1092
Hs.49943 **Trg
NFATC2IP Hs.51
Hs.606068 Trari
NASP Hs.319331
Hs.577789 Trari
ABCA12 Hs.134
C170rf75 Hs.46

T91047 11714
Hs.573828 Tran
MYSM1 Hs.4774

NALP9 Hs.443041

-0.179567406
1.11245293
-0.411554967
1.259940564
-1.400767184
-1.020146382
-1.027085692
1.229502888
1.034784226
1.356872341
1.089560421
-0.929975312
0.797174695
1.090762807
0.91002215
-0.89086584
-0.494934817
0.582760545
-0.926583871
-1.189783526
0.662236514
0.835808914
-0.815533291
-0.941004924
0.545594808
0.784175934
0.423870522
-1.117433064
1.024666276
1.43329164
1.215568794
-1.026053039
-1.147327463
-0.729972998
-0.561440396
-0.90701455

-1.67603071
0.99726202
-1.14735268
0.40293866
-0.31732281
-1.63576416
-1.28434236
0.75423159
0.41226355
0.58842681
0.98350294
-0.89299891
0.53212005
0.52484546
0.83154073
-0.89247955
-0.61123505
1.2384733
-1.23162979
-1.0620637
1.15843361
0.76354033
-0.97840369
-1.21161216
1.08019041
0.44614256
1.38898154
-0.67896462
0.97236109
0.78034428
0.06028316
-1.19372173
-0.82688076
-0.56398828
-1.04620611
-0.72209029

-0.53136755
0.56392477
-0.48703112
0.60647661
-0.00750383
0.2849633
-0.49542191
0.81857602
0.78345744
-0.14029601
-0.17949315
-0.55586111
1.04859796
0.8966791
0.65493873
-0.78231696
-1.37798584
0.29259474
-0.14472512
-0.44283441
0.24177476
0.31632532
-0.33035095
-0.49675804
0.45761365
0.99460731
0.43267985
-0.51453895
-0.20724533
0.13457825
0.87712741
-0.16951679
-0.26849318
-0.64745488
-0.95983866
-0.75702042

1.09365158
-1.54160055
0.70001161
-1.36944842
0.8332029
2.42863234
1.37276723
-2.25350452
-1.86341469
-1.0489927
-0.98719666
0.36485135
-1.82251182
-1.64522497
-1.58686916
1.31043409
0.62507793
-1.0085599
1.14403087
1.55013961
-1.13470065
-0.05766461
2.1072862
0.99355496
-1.13161777
-0.64373525
-1.80643155
1.51560423
-0.49679189
-1.82964981
-1.45513688
1.51069394
0.86246267
2.46594423
1.10696983
2.20407937

1.06672586
-1.1548882
1.35995388
-1.33731084
1.02683977
0.80457402
1.25788124
-1.14575681
-0.76791741
-0.54851792
-1.45991003
1.41541624
-0.90239356
-0.47824063
-1.20908072
1.3658535
1.5471726
-1.22225661
1.35516803
1.35946784
-1.02940386
-1.43820716
0.76693477
1.54698435
-0.94815731
-1.09878377
-0.59074404
1.0269517
-1.50179863
-1.01968022
-0.68884266
0.7710177
1.60073319
-0.11037575
1.52767722
0.84026291

1.28722917
-1.17298963
0.88718489
-0.54565533
0.72647211
0.39445532
1.45577099
-0.59956041
-0.51856136
-1.1450681
-0.43812191
1.64902011
-0.57978419
-1.42079567
-0.63506784
0.9766267
1.20948658
-0.86677769
0.91902799
1.02170641
-0.86911914
-1.29855874
0.22962319
1.30933388
-0.9309198
-1.34621786
-0.86295233
0.79521427
-0.73789387
-0.63934667
-0.86620766
1.2598465
0.83373296
0.39469204
0.97662103
0.34559051
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IMAGE:1881612
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DDHD1 Hs.5132
Hs.489491 Tran
T60688 79844
ARID5B Hs.5351
TOLLIP Hs.3685
FZD4 Hs.59196¢
SRD5A2L Hs.59
RAB25 Hs.6324;
HLA-DQB1 Hs.4
Hs.125407 Tran
SUSD4 Hs.4978
CCDC108 Hs.14
ABCB9 Hs.5119
H79296::H79
ZNF256 Hs.288]
KRT75 Hs.14594
PECI Hs.15250
CPXM Hs.29341
NINJ2 Hs.50442
RAPGEF1 Hs.12]
FSTL5 Hs.5917(Q
TRIM46 Hs.2877
C20rf18 Hs.516
SMAD1 Hs.5190
BAT5 Hs.38818§
BCAS1 Hs.4005
AA779153 10]
CYBASC3 Hs.22
KCTD17 Hs.517
KCNMB4 Hs.525
PRPF39 Hs.2743
ANKDD1A Hs.2(0
MGC2749 Hs.36
VAV2 Hs.36992]
ALCAM Hs.5912

ZNRF3 Hs.1344]

-0.794766882
-0.585748795
-0.906263445
1.262003983
1.131993283
-1.031288507
-1.045321363
1.05833486
0.634788512
-0.982644557
-0.87761377
-0.896689975
-1.228931885
-1.078189245
-1.087130449
-0.505233235
-1.059477603
0.851887193
0.864805335
0.812462612
-1.349381212
0.506438061
1.122817815
0.502170079
0.724928724
-0.863569409
-0.53207273
0.740130146
0.736430184
0.882100594
-0.68847422
-0.728837745
1.191390374
0.400263935
-1.046261235
-1.274556834

-0.80033183
-1.34277722
-0.93248949
0.67846153
0.43366025
-0.9826027
-0.74650933
0.34468374
0.29164276
-1.09816009
-0.99051595
-1.1523811
-1.23869172
-0.99602364
-1.17734444
-1.37464799
-0.65395105
0.71983155
1.22066499
1.29687891
-0.75994348
1.27251767
0.97102792
0.97088517
1.32681639
-0.82538584
-1.30512939
0.53721011
0.72544599
0.47113842
-1.18364538
-0.88797528
1.16169981
1.66358832
-0.72747299
-1.1144702

-0.89243169
-0.60418923
-0.8747922
0.39919478
0.68899788
-0.57136992
-0.53792988
0.82538836
1.2601265
-0.2986983
-0.21764089
-0.17194786
-0.87562575
-0.09654731
-0.11812604
0.14354337
-0.55727875
0.65745999
0.63658846
0.27070724
-0.44374043
0.65390839
0.75314769
1.08192059
0.37784017
-0.78502035
-0.15978492
0.81229589
1.05319731
0.88062231
-0.70580259
-0.61498499
0.20922637
0.28311931
-0.43108608
-0.41148106

1.17324167
1.27509745
1.20309701
-1.59464474
-2.26661208
1.39642926
1.16272403
-1.77051759
-1.37746787
1.22257057
0.49414767
1.56949015
1.51992651
1.45780468
1.73329503
0.76343609
0.75770653
-1.03592779
-1.41823851
-1.51248848
1.65234423
-0.83348306
-0.62930239
-1.6357168
-1.69942464
2.20557143
0.77284182
-2.14262563
-1.23783003
-1.69830086
0.75664392
0.91589938
-1.21859308
-0.59804945
1.7147896
1.25278193

1.67162735
1.28763371
1.14802232
-1.04444757
-0.55154307
1.09701155
1.12248602
-0.77578218
-0.80856833
1.37851654
1.37218829
0.94410303
1.35400926
0.88523289
0.78693256
0.84458147
0.89383591
-1.06496282
-1.1382178
-1.38792429
1.11110818
-0.84066506
-1.4790353
-0.86688754
-1.0448718
0.75527761
1.2877891
-0.54878101
-1.24923669
-1.28684592
1.72795756
1.31601279
-1.52143688
-1.45940698
0.96507719
1.5245232

0.66331867
1.08529441
1.50050031
-0.77059943
-0.39157251
1.2416084
1.07494834
-0.58996359
-0.77876883
0.89349274
1.20790972
0.77494827
1.92203183
0.88896589
1.0241423
1.03237506
1.61519897
-1.0785125
-1.36748475
-0.60198356
0.95521016
-1.81167097
-1.97386552
-1.05937927
-0.80562145
0.55385927
0.8949034
-0.23997361
-1.02224419
-0.14548963
1.20583116
0.96203859
-1.05113827
-1.39222109
0.51959216
1.32058674
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SPTBN5 Hs.591
NDE1 Hs.56751
Hs.604307 Tran
GALNT3 Hs.170
ATP11B Hs.4784
MOSC2 Hs.3690
SMPD1 Hs.4981
ROS1 Hs.1041 \
E2F4 Hs.108371
STK40 Hs.4717¢
PVRL3 Hs.29391
TTC17 Hs.19118
HIPK2 Hs.39746
MS4A6A Hs.523
SLC41A1 Hs.207
WWC1 Hs.48404
AA528311::Al
KIAA0831 Hs.41
SLC7A7 Hs.5131
AA699895 22]
AA987596::Al
FADS2 Hs.50274
HLA-DQB2 Hs.5
FBXO31 Hs.567
ZNF659 Hs.2101
150724
Hs.477083 CDN
MRPL11 Hs.4184
WISP1 Hs.4929]
JMID2C Hs.1571
ARL3 Hs.182211
B3GALT4 Hs.534
SRG Hs.556029
T91244 10017
CTSB Hs.52089¢

C170rf28 Hs.11

-0.69214038
0.731822982
-0.977478397
-0.717863881
1.369204203
-1.076729983
0.896456272
-0.672870144
1.089990676
1.139249226
0.805902081
1.101097842
-0.798211424
0.54225116
-0.855943389
-0.74383058
-1.084624311
-0.917891616
0.527282042
-0.944961978
-1.111471433
-1.449060995
0.813705802
-0.580217695
-0.803066253
-1.195905972
-1.584786765
0.433122608
1.150266614
-0.945194481
1.092614819
1.214377643
-0.717692823
-0.589171202
0.847729802
-1.184406214

-0.98530406
1.10233746
-1.25417363
-1.0139415
0.76104565
-0.7742944
0.57404153
-1.00390805
0.90079583
0.7032361
0.683529
0.53887978
-0.56840007
1.21659492
-0.85073376
-0.79964237
-0.55270007
-0.5213341
0.976996
-0.89724293
-0.90394003
-0.32089867
0.65455727
-1.26297602
-0.63468583
-0.84851681
-0.44544946
0.60729621
0.78716741
-0.95480785
0.97274632
0.26604283
-1.6233849
-0.44540527
1.06937648
-0.84879616

-0.42652228
0.57955676
0.30860106

-0.55858931
0.02042516

-0.91747646
0.76175856
-1.0615476
0.62055095
0.50213616
0.92687661
0.63198596

-1.06402655
0.22847488

-0.55313131

-1.06550943

-0.63780795

-0.83538636
0.90575045

-0.40318295

-0.26785627

-0.00504068
0.73390738

-0.33643632

-0.86686256

-0.41121517

-0.16380528
1.55838963
0.03311482

-0.35877924
0.66156062
0.95152397

-0.22281883
-0.5932788
0.19157133

-0.25733281

0.80643758
-2.03866099
1.31964545
0.45752631
-1.48351761
2.3315145
-2.13617677
0.95985611
-2.00718815
-1.76313001
-0.73197789
-1.72556986
0.60038215
-0.58847883
0.68585583
1.69556736
1.5745457
0.78584191
-1.24750485
1.62757637
1.32039826
0.59077887
-1.42300352
0.23089521
0.93750756
1.75111207
0.81870225
-1.65352991
0.18606415
0.95472681
-1.19522011
-1.41566232
0.94525656
2.45722889
-1.73001052
1.13979209

1.24421555
-0.59974516
0.87693307
1.69877479
-0.7399813
1.01657718
-0.38288542
1.28875797
-0.93409861
-1.15182181
-1.30363499
-0.81241313
1.51962756
-1.03660778
1.33127539
1.32957733
1.00747646
1.35273286
-1.11813198
1.01029325
1.05386997
1.13513799
-0.79761704
1.57055625
1.27724251
0.73497749
1.16169975
-1.11834194
-1.91978688
1.26047187
-1.56230508
-1.13648767
1.74742138
-0.07510531
-0.72891221
0.87985881

0.99866638
-0.83728047
0.7651482
1.1396436
-0.99740732
0.57529048
-0.63888272
1.59348771
-0.82058169
-0.47644637
-1.35712951
-0.71196589
1.25994073
-1.29877612
1.23429865
0.62195152
0.67122436
1.06449676
-1.02296829
0.62941643
0.98366929
0.93532348
-0.89915828
1.3838845
1.02545626
1.09456358
1.26970893
-0.73674341
-1.21382184
1.08327886
-1.1674673
-0.85788568
1.09746219
-0.08866038
-0.65620086
1.35181867
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SARS2 Hs.64344
RELA Hs.50287]

AA449783::Af
LZTS2 Hs.523272
CARHSP1 Hs.63
PDAP1 Hs.63224

AA931593::Al
C90rf91 Hs.522

AI291677 243
PLCB1 Hs.43117
C9orf86 Hs.567
ATP6V1B1 Hs.64
PGBD3 Hs.1334
ACAT2 Hs.5710]
HSPC049 Hs.45
NIT2 Hs.439152
Hs.374278 CDN
ZNF141 Hs.601(
BCKDK Hs.5135
HMGA1 Hs.5188
KLK11 Hs.57771

R92500 3178
ZAK Hs.444451
SAMSN1 Hs.570
Hs.503584 Tran
TRSPAP1 Hs.53]
VDP Hs.292689
Hs.447707 Trar

AI280322 881
DNASE1L3 Hs.4
SP3 Hs.531587
DIO2 Hs.202354
ZNF213 Hs.115]
LDHD Hs.38092
MBOAT2 Hs.467

GNPDA1 Hs.278

0.187179155
0.318578382
-1.660380114
-1.031981113
0.42868696
1.145031628
-1.024390242
-1.884662607
-1.004570357
-1.341554318
1.042887661
-1.133088669
-1.036029741
-1.069010906
-1.279439921
-0.407045188
0.953997167
-0.690199756
1.141639653
0.910878136
1.091225206
-1.070829648
1.655109256
0.696630487
1.281759036
0.889781876
-1.303313354
-1.369840451
-0.571497076
0.764410505
1.314706484
1.223540544
0.994641344
-1.302386556
-0.104135759
0.640389851

1.22379976
1.09150723
-0.58509933
-0.74677503
1.45682127
0.67969476
-0.96369906
-0.28421706
-0.81218632
0.00374686
0.78721447
-1.15714412
-1.46479809
-0.73347482
-0.82182302
-1.16604032
-0.63073287
-0.88130303
0.7678434
0.71389508
-0.33595938
-1.21647955
0.12308231
1.2302209
0.72949153
0.73210418
-0.74759842
-1.13112441
-1.08799928
1.00594263
-0.13075069
0.64434111
0.56081736
-0.50580403
-0.79637307
1.29535407

1.18209386
1.32273637
-0.5420881
-0.33607827
0.01047593
0.63011681
-0.46268617
-0.72433958
-0.40643089
-0.88326491
0.53393821
0.31264381
0.151518
-0.31973941
-0.19820783
-0.91530085
1.42330988
-0.59191807
0.41564425
0.73522542
1.2360021
-0.35945801
1.15995815
0.0332749
0.0824522
0.91782732
-0.30676237
-0.4790769
-0.79484938
0.2899724
0.79843006
0.38935209
0.88730345
-0.02319365
-1.45446415
0.49916319

-1.89721175
-1.85633948
1.50894106
0.59926805
-1.59608056
-1.55718393
1.25499037
1.26534477
1.6954522
0.88576919
-1.54720166
0.82953527
1.90414628
0.61324504
0.73257896
2.38792533
-0.63110153
2.22935776
-1.55114706
-1.68766619
-1.17711773
1.59306334
-1.06355505
-1.16129125
-1.18418355
-2.32079776
0.89456256
2.18815319
1.95276619
-1.25917583
-0.83406051
-0.9024569
-1.72009424
1.04107027
0.87435112
-1.78425698

-0.92990008
-1.24254304
1.50643458
1.24487092
-1.01630557
-1.00269373
1.20436205
1.36972165
0.72741069
1.08534683
-1.19964591
1.17168108
1.16509826
1.37028101
1.27775622
0.28374687
-0.94724271
0.40250147
-1.20850049
-1.02726056
-1.14509756
1.07422463
-1.51665791
-0.81483325
-0.72907422
-0.71285921
1.56702433
0.72755275
0.80454827
-0.96480855
-1.32902008
-1.32758576
-1.16650278
1.12596442
1.01395943
-0.84018746

-0.76697386
-0.66966636
1.03045365
1.24409308
-0.22897114
-0.96485793
1.10113925
1.52367755
0.81031072
1.1396763
-0.66572837
1.04332807
0.49259971
1.1198768
1.38931903
0.83208213
-0.68568956
0.46529254
-0.62413234
-0.64126486
-0.35568609
1.21299835
-1.53702208
-0.95574621
-1.20668334
-0.54645626
0.99823375
1.43458747
0.72549181
-0.79401083
-0.61089068
-1.05846992
-0.55572035
0.57424325
1.28053288
-0.90312543
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SFRS2IP Hs.210
MAPBPIP Hs.6372
FLII Hs.513984
Hs.604374 Tran
PCOLCE Hs.202
GMPPB Hs.5674
TAX1BP1 Hs.34]
AI310519 862
RP5-821D11.2 H
MLLT1 Hs.10095
C90rf68 Hs.179
IFRD2 Hs.31517%
RPL18 Hs.51551
Hs.543999 Tran
PSD4 Hs.51630¢
SLC26A3 Hs.16f
LAMA4 Hs.2138
Hs.597796 Tran
N92502::W38
MAN1C1 Hs.197
FAM62C Hs.477
Hs.42197 CDNA
MAFB Hs.64267
MRPL28 Hs.513]
HNRPR Hs.3737
141632
TMEM158 Hs.35
ZC3H7B Hs.592
FOS Hs.25647 \{
NUDT5 Hs.5559
TNC Hs.143250
ATP11A Hs.2918
FNTA Hs.370313
RPL14 Hs.44652
PKIB Hs.486354

TNPO2 Hs.6434

1.354445511
0.615884639
0.979133517
-1.073290672
0.553114497
1.124156676
-0.633582709
0.737867157
-1.093769812
0.834034919
-1.009827567
1.260146172
0.647598426
-1.008533836
0.838714231
-1.196779229
0.923513789
0.033734294
-0.677877884
0.304762123
1.254772518
-0.738264993
1.551013117
1.049618299
-0.898161206
-1.04809744
1.561752606
-1.267691869
0.841846694
0.898407194
1.0351759
1.08970102
0.579684951
-0.875760969
-1.125901365
-1.019297307

-0.81101576
0.88159041
0.7976408
-0.9933204
0.52084914
0.89517263
-0.67710409
-0.11658113
-0.88851794
0.51371702
-1.07215308
0.77365885
0.65085359
-0.79351903
0.60254493
-0.64040466
0.82761028
-2.17960171
-1.18752682
1.43889687
-1.39294938
-1.25668207
-0.10070292
0.68764353
-0.82545848
-0.91152292
-0.26580132
-0.70481844
0.73196341
1.23163199
1.03294439
0.56548519
-0.88340464
-0.89483898
-0.63944894
-1.23293539

0.9958706
0.7857621
0.39768462
-0.31877116
1.22100745
0.17044197
-1.23044738
1.44375066
-0.42242516
1.04768969
-0.23449814
0.10377011
0.89108484
-0.58544018
1.12393408
-0.18556397
0.90094826
0.70658844
-0.36009678
1.03006507
1.11896854
-0.32198217
0.66350986
0.52790249
-0.731182
-0.21399355
0.63093161
-0.73785666
0.47232491
0.18388584
-0.5001052
0.77694852
1.69435174
-0.46969617
-0.47938831
0.67501699

-0.86945137
-2.05576507
-1.70410189
1.73891392
-1.15654627
-1.51976098
0.04296754
-1.74898691
1.35572951
-2.24238576
1.23124963
-1.73993075
-1.86815657
1.19755075
-1.52683921
0.98228477
-1.87376579
0.69152073
1.28626915
-1.52785023
-0.83452387
1.62482059
-1.60583503
-1.78853932
1.39888945
1.37743271
-0.02861339
1.63324766
-1.14602041
-1.80481065
-0.75717552
-1.71063329
0.04542473
1.96325859
0.90119924
-0.05044862

-0.6736045
-0.71634665
-0.8672188
1.12414246
-1.0773953
-1.06294937
1.66154847
-0.77327764
0.95885578
-0.6599606
1.22373099
-0.84875485
-0.72071058
1.15501698
-0.97502056
1.35407266
-0.87524106
0.53190515
1.00646189
-1.20187138
-0.13676256
1.36381391
-0.69527363
-0.89737318
1.06632714
0.82280692
-1.40297335
1.0355224
-1.09186364
-0.41182177
-1.0621118
-0.77104305
-0.93116074
0.60872003
1.3747227
1.57796655

-0.51692701
-0.45630347
-0.59094655
0.63532417
-0.90326319
-0.65933608
1.79957342
-0.21435282
1.18687778
-0.42889367
0.96111303
-0.59173456
-0.47266693
1.08231179
-1.06494657
0.65137338
-1.00386459
1.1121397
0.955497
-1.17334823
-0.22015896
0.40626381
-0.70374397
-0.57985835
1.03419043
1.00668285
-1.30100471
1.21231623
-0.71323724
-1.20828365
-0.65776161
-0.97228862
-0.77662414
0.67104152
0.97133889
1.00705987
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STARD4 Hs.938
RASSF5 Hs.497]
Hs.593086 Trari
PDHA1 Hs.5303
Hs.386402 Tran
DMRT3 Hs.1891
CROP Hs.13029
BMP1 Hs.1274 H
NOL12 Hs.6327
Hs.406337 Full
ME1 Hs.21160 N
SFPQ Hs.355934
SLFN11 Hs.462§
COL5A2 Hs.445
GFOD2 Hs.4610
Hs.635764 Full
KIAA1754 Hs.52
PTDSS1 Hs.292
MYST3 Hs.5918
KIAA0256 Hs.99
PEPD Hs.36473
DLC1 Hs.13429¢
Hs.562573 Tran
LPL Hs.180878
ALDH5A1 Hs.37
Hs.370221 CDN
ZNF688 Hs.3014

AI269958 109
STCH Hs.35234
Hs.561775 Tran
MGAT1 Hs.5198
GPBP1 Hs.4442]
SLC2A1 Hs.4737
B3GNT2 Hs.173
CRYAB Hs.4087¢

RET Hs.350321

0.932339952
0.731491356
-1.02119636
-1.106040538
-1.097752293
0.608922583
-0.3245574
0.748322908
1.519783596
-1.119018043
-0.765452861
-0.430294422
0.674892353
0.825127196
1.580780458
-0.734923197
1.346155632
1.419820425
0.583947248
-0.943462789
0.647326163
-1.186391817
-0.615823612
-0.426234089
-1.304709585
-0.619232888
0.722378664
1.285942688
0.619772389
-0.645556963
0.501393359
-1.298799917
1.733248823
-0.561309475
-0.317773294
0.897690193

0.50877479
1.08475781
-0.99742906
-0.63136228
-1.26020662
-0.51395343
-0.52739427
0.91648598
0.63665132
-0.80169262
-0.67207682
-1.23315903
1.1560646
0.76037585
0.17019278
-0.55023322
-0.40254438
0.55095137
0.37902059
-0.83957108
0.91471702
-0.53332262
-1.38439446
-1.15836109
-0.78168298
-1.11503127
1.14311233
0.612195
0.44526082
-1.31428183
0.88744921
-1.29487245
-0.18273954
-0.60979518
-1.64249511
1.24641371

0.86626379
0.55360678
-0.24733295
-0.31585756
0.39682749
-0.07189236
-1.35689032
0.59841754
0.54793335
-0.38351857
-0.69560464
-0.5702988
0.55104966
0.77877887
0.55336734
-0.30788394
1.28300813
0.34453497
0.78260064
-0.31869665
0.84438512
-0.99466508
-0.11022455
-0.39411787
-0.18645093
-0.30297093
0.57836331
0.49691153
1.50687288
-0.28806254
0.75232966
-0.10092237
-0.02566644
-1.01178579
0.3990523
0.22277606

-1.94514998
-1.33194087
0.36934937
0.46480343
1.04152637
2.04457329
0.66600714
-2.14576356
-1.94689511
1.71963172
0.7571465
0.28982068
-1.03622714
-1.45769847
-0.74263828
2.04927818
-1.7617336
-1.53409433
-1.97732236
1.98043834
-1.64636071
1.03733874
1.31700022
0.7955118
0.67237728
0.96168707
-1.24613154
-1.44891315
-1.32094172
1.49739681
-2.04406587
1.64994259
-1.30117404
0.72113752
0.43120404
-1.73839138

-0.77611013
-1.21554904
1.67710565
1.52643415
1.05710418
-1.25540582
1.14641025
-0.42009013
-1.0289556
0.97956799
1.26281087
1.61208424
-1.14271608
-0.99762313
-1.56330368
0.25530787
-0.77808985
-1.11646114
-0.32431699
0.61851894
-0.67099179
1.6574549
0.97570471
1.36777369
1.44303153
0.90108555
-1.30471353
-1.13498505
-1.05594267
0.76630068
-0.51528471
0.91354245
-0.74659658
0.91133373
0.89503237
-1.08654664

-0.52324173
-0.8688923
1.29064929
1.00968859
0.94227345
-0.84175575
1.16162302
-0.67938157
-0.94371835
0.66126451
1.00584294
1.30614875
-1.25630428
-0.89640656
-1.01222708
0.00800349
-0.4793536
-0.73627093
-0.1210632
0.47396434
-1.08119367
1.12810937
0.84540288
0.70625463
1.24724369
1.11733729
-0.97034556
-0.88444774
-1.10425652
1.03613887
-0.46432534
1.45317647
-0.24591025
1.38891797
1.11535082
-0.66968791
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RERG Hs.19948
GIT1 Hs.514051
KRAS Hs.50503
Hs.147865 Trarn
POLR3D Hs.148
LOC642412 Hs.}
COPZ2 Hs.4084
PMM2 Hs.45985
NEK9 Hs.7200 N
LONRF2 Hs.213
Clorf95 Hs.592
EPB41L1 Hs.437
KIAA1276 Hs.18
GPM6B Hs.4957
BBS2 Hs.33373
DLX5 Hs.99348
ABHD5 Hs.1938
ITFG1 Hs.42217
STAU1 Hs.3701¢
Hs.594950 Tran
Hs.477083 CDN
CAPN13 Hs.445
Hs.600133 Tran
LOC147804 Hs.4
Hs.605886 Trari
CYP4F3 Hs.1067
WISP2 Hs.59214
CEBPZ Hs.1354

AA287667::A4
ACADL Hs.4712
FBXO18 Hs.498

R27412::R274
NUP153 Hs.121
Hs.146933 Tran
SLC27A3 Hs.434

Hs.498418 CDN

-0.970491143
0.929334021
0.534454325

-0.724621398
0.708255174
0.684817437
0.440185449
1.453420587

-0.645226955

-1.140434069
0.847359797

-1.503583669

-0.891887603

-0.273019295

-0.642319697
1.364254825

-0.667503378

-1.012657758
0.904134697

-0.352196903

-1.215471852
-0.73549064

-0.632332739

-1.129963375
1.236093747

-1.035006153
0.735142131

-1.212671619

-1.681456748

-0.858779332

-1.211094678

-0.812283879
0.844560048

-1.163009111
0.336274702

-0.617240107

-1.03411073
0.03681635
1.51425608

-1.42590393
1.05904587

-0.05925784
0.66760319

0.738937
-1.3005128

-0.73975535

-0.73537966

-0.95326592

-1.10797836
0.52025976

-0.66665253
-0.4503377
-0.7474805

-1.15445451
0.90188588

-2.03527038

-0.56138277

-0.79578885

-1.44408149

-1.35467494
0.87597904

-0.79946058
0.25969969

-1.08976503

-0.93707372
-1.0350804

-0.72744227

-0.75837239
0.52511431

-1.16816782
0.69196801

-0.84403883

-0.60361822
1.35551121
-0.36804819
0.22234887
0.64051628
1.54031705
1.13257428
0.1684933
-0.64945461
-0.48073073
1.69075092
0.11735224
-0.605413
1.44534517
-1.22728103
0.99115424
-0.28612069
-0.57437688
0.45822667
-0.1954872
-0.19933563
-0.60361261
-0.33478661
0.08733125
0.08912839
-0.2366685
1.19113798
-0.09948908
-0.65249323
-0.12432981
-0.30931697
-0.45437499
1.47504507
0.06579423
1.18471518
-1.15651707

1.27455116
-2.06255255
-0.7397965
0.99671038
-1.35354738
-1.32063369
-1.5817103
-1.63610172
2.25177064
1.30471793
-0.2835301
0.91750174
0.52659386
-1.93417004
1.75762774
-0.74002703
-0.1271017
1.31184225
-0.92334933
1.25860342
0.19576953
1.17586546
0.65060677
1.52901642
-1.60363583
0.51591858
-0.96253587
0.68911276
2.30186236
1.27796374
0.82746121
1.8210864
-1.83815371
1.18884414
-1.79856918
1.37682465

1.22484836
-0.62336781
-0.6340186
0.78816771
-1.24528612
-1.08507217
-1.0210844
-1.18359545
0.78266205
1.22579636
-0.95336311
1.20829464
1.66552444
-0.25290662
0.88894556
-0.7297995
1.42668897
1.47619758
-1.10646718
1.1891236
1.62769427
0.98913551
1.63890945
1.11811528
-0.82713848
1.44156872
-0.81047227
1.50385664
1.36773311
0.83850739
1.40667397
0.62877031
-1.20766869
1.23656215
-0.3571407
1.38438461

1.26202605
-0.45769422
-1.23919027

1.16297382
-0.85276342
-0.45802984
-0.47460611
-0.67945583

0.69599521

0.89068325
-1.04451565

1.41278771

1.56444689

0.0095345

0.85098634
-1.13999195

1.18053941

1.18059968
-1.25199769

1.37783291

1.09098767

0.88643404

1.24358838

0.9706617
-0.84874536

1.09004842
-1.20817707

1.38504693

1.07381677

0.87973073

1.06031644

0.47409643
-0.85249546

0.98911631
-0.86754816

0.87635547
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EEF1D Hs.33334

AA525112::Al
MBOAT?2 Hs.467
SEPP1 Hs.64344
Hs.465730 Tran
LOC146795 Hs.
DTNA Hs.64345
SIDT2 Hs.41097%
EPAS1 Hs.46841
MCM4 Hs.46018
PIGF Hs.468415
ZNF626 Hs.128¢
LOC349114 Hs.4
MARCO Hs.6772
WAS Hs.2157 W
KIAA0146 Hs.38
TXNL2 Hs.42644
ZNF592 Hs.7934
PKN2 Hs.44083]

H58930::H58
GATA2 Hs.3677]
Hs.573633 Tran
RBP5 Hs.24604¢
LOC402571 Hs.}
RMNDS5A Hs.752
C4A Hs.534847
Hs.76704 Trans
C60rf130 Hs.22
DHX8 Hs.46310
PKMYT1 Hs.777
LOC645626 Hs.!
Hs.609453 Tran
BOK Hs.293753
CD8A Hs.85258
ASNA1 Hs.4659

Hs.621437 Vari

0.613163963
-0.966292212
0.163204599
-1.172658149
-0.982767386
1.510227154
-0.861688281
-1.010445223
0.829973518
0.478510111
1.07126076
-0.923253277
-0.663278817
1.308663555
0.698386269
-0.757900636
1.130769306
0.944294796
-1.3174968
-0.757954417
0.5673074
-0.641580449
0.254222196
-0.318369179
1.234394869
1.230558659
-0.869457021
-0.680102709
1.030122125
0.601550884
-0.706590372
-0.440139841
1.362316742
0.669691607
0.607648761
-0.707423766

0.80123118
-0.70621014
-1.52417351
-0.45942856
-0.87816778

0.2184843
-1.36843241
-0.53488352

1.1219148

1.51231814

0.98821182
-1.16965652
-1.13416815

0.09990295

1.36116477
-0.78101034

0.73781055

0.85403218
-0.96815115
-0.79944849

0.80448649
-0.90272961

1.44240693

-1.3612519

0.50279755

0.16647418
-1.10427146
-0.95133526

0.83750431

1.26267774

-0.5818812
-1.39422598

0.9971312

1.31651497

1.23636997
-1.08419789

0.73775849
-0.58575108
-0.38119733
-0.43449046
-0.40746956

0.17082106
-0.55193201
-0.95134629

0.29917118
-0.12513871

0.05228638

0.36372982

-0.6176769

0.71953741

0.03478952
-0.46607346

0.16700691

0.77618068

0.11912736
-0.60995889

0.92629858
-0.73698694

0.21017543
-0.09105915

0.59304249

0.77087417

0.26788777
-0.88108158

1.08198077

0.17667505
-0.69998326
-0.17752359
-0.17853064

-0.048258

0.43224756

-0.24043

-2.0074351
1.60766474
0.41397476
0.67687587
1.35649069
-1.41409676
1.08205017
1.48579199
-1.6044187
-1.48156614
-1.28004729
1.38172272
0.47007745
-0.98602222
-1.43252844
2.44306186
-1.35959862
-0.55237219
1.1818799
1.84674954
-0.85259293
1.64747898
-0.38277287
1.08556417
-1.58400715
-2.04868368
0.15906031
1.29820895
-1.52836106
-1.37665972
2.22428162
0.73112217
-1.48171292
-0.87203578
-1.38003132
1.33849848

-0.77912112
0.84281813
1.20423563
1.21553878
0.99767669

-0.76988031
1.60682858
1.28494797

-1.21958701

-0.79236079

-1.08566463
0.59402209
1.48125034

-1.00896921

-0.75747626
0.08228932
-1.0506585

-1.38758345
1.03029738
0.70667108
-1.1919266

0.716961

-1.19957424
0.82102233
-0.6706057

-0.90745308
1.23830358
0.93906667

-1.62837416

-0.83475504
0.44407885
1.11922501

-1.36685617

-1.06584541

-1.16378326
0.99075972

-0.2572346
0.7904595
0.89973964
1.09882848
0.94657232
-0.62261644
1.34621731
0.73643603
-0.47779074
-0.55589206
-0.78885494
0.70895762
1.51693879
-1.0172801
-0.94280877
0.36560711
-0.6013713
-1.72776068
1.06738545
0.54513235
-1.17104453
0.87325878
-1.22531586
0.72666907
-1.09247889
-0.10300521
1.22836912
1.3112333
-0.99718039
-0.80577199
0.13932597
1.12310604
-0.46743952
-0.98110617
-0.76252297
0.65871178
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Hs.642799 Hist
PPFIBP1 Hs.172
AI304840 229
TMED1 Hs.5151
LOC653750 Hs.¢
TXNL2 Hs.42644
KCNH2 Hs.4388
AA778449 75]
SYNPO2 Hs.480
C60rf206 Hs.534
LYN Hs.491767
SPON2 Hs.3029
APEH Hs.517964
NAV1 Hs.49736
UGT1A9 Hs.124
AA876747::Al
C18orfl Hs.149
ITGB4BP Hs.63%
Hs.587300 CDN
R93354::R93]
PB1 Hs.189920
Hs.643726 CDN
PTPN21 Hs.437(
ZBTB7A Hs.591]
GIT2 Hs.43499¢€
C90rf46 Hs.584
AA934769 27]
AI821303::T5H
NFIA Hs.191911
ERICH1 Hs.3899
CUTL1 Hs.1914¢
Hs.634167 CDN
C6orf68 Hs.289
BIC Hs.388313
ZMYM6 Hs.5339

CDC26 Hs.1950

1.372517305
-0.773967038
-1.340089389

1.310536818
-0.899284659

1.152400494
-1.178587673
-1.583073487
-0.547658408

0.813477008

0.700938346
-1.005030497

0.685196636

1.030044228

0.788900728
-0.632861223
-0.660064527

0.792595113
-0.775941559
-0.513362857
-0.966739214

0.576411701

1.27749931

0.748923404

0.704503196

0.474796766
-0.998750107
-0.962053047
-0.266540774

1.010368386

1.140230091

1.570868651
-0.754077785

1.054850937
-0.766848473

0.776190611

0.68031627
-0.75354729
-0.42080668

0.67089007
-1.24684535

0.93567594
-0.35594638
-0.21914591
-1.32183973

1.25106601

1.36719575
-0.56372368

0.84073561

1.06622115

1.00379311
-1.14082251
-0.95814356

0.8012977

-1.1646417
-0.31539048
-1.08630485

0.7255635
-0.19000769

0.63771691

1.34524759

1.33348074
-0.80066672
-0.80667279
-1.23250297

0.97794874

0.47255062
-0.10567601
-0.51342663

1.05485094
-0.74591457

0.6546442

-0.33707505
-1.11191383
-0.82859106
0.61681684
0.63584484
-0.13074647
-0.64446695
-0.12394559
-0.0320925
0.38682773
-0.24722294
-0.11101605
0.72587606
0.36542253
0.2256565
-0.3486312
-0.66648469
0.7969464
-0.24306901
-0.64921287
-0.55877406
0.7946705
0.90942974
1.02569591
0.4040533
0.12942103
-0.2250694
-0.42903121
-0.42400585
-0.03118655
0.43273487
0.84897962
-0.81874453
0.20518911
-0.5930971
1.04011997

-1.44621906
1.303657
1.56773146
-1.97573078
-0.01058215
-1.26751836
1.77310634
1.63970126
0.9789217
-0.20340462
-0.65953249
2.31379625
-1.88059825
-1.35362717
-1.84013786
1.2117802
0.5860587
-1.6521776
1.03153932
2.26558907
1.57628361
-1.63687671
-0.99487018
-1.89299834
-1.1119264
-0.78972408
0.73856502
1.52622664
0.06972655
-1.29000227
-1.64335012
-1.45860969
0.40900232
-1.37509637
0.91218117
-1.47393738

-0.82431969
1.04900576
1.25229626

-1.04593499
1.35630046

-1.01260901
0.81452911
0.82965948
0.67923861

-1.38027972

-1.16173656

-0.17870843

-0.80378995

-1.30517594

-0.83919179
0.92545066
0.68106184
-1.2061703
1.19812509
0.17151917
1.38702143

-0.79416904

-0.86017973

-0.78301497

-1.46729724

-0.99637888
1.29567455
0.96381767
1.34995727

-0.81549648

-0.65561329
-1.0573991
1.52031338

-1.24679173
1.57159904

-1.21348078

-0.38736779
1.32850102
0.85705521

-0.72149561
1.07867065
-0.6885542
0.51974931
0.38890033
1.18620251

-1.99666485

-0.97190342
0.35681351

-0.51185525

-0.94237312

-0.29178173
0.95908373
1.99329746

-0.52867432
0.98504674

-0.38246216
0.81472864

-0.51525518
-0.9129747

-0.68606705

-1.00046918

-1.08808959
0.94622243
0.69933345
1.35888911

-0.83799375

-0.66112624

-0.74300468
0.99537158
-0.7991511
0.52673573

-0.75898401




IMAGE:1237871
IMAGE:300965
IMAGE:1570671
IMAGE:2149968
IMAGE:810391
IMAGE:711680
IMAGE:757143
IMAGE:767202
IMAGE:148763
IMAGE:328868
IMAGE:198580
IMAGE:726779
IMAGE:1008791
IMAGE:826355
IMAGE:743114
IMAGE:745901
IMAGE:700299
IMAGE:195051
IMAGE:77295
IMAGE:815239
IMAGE:377205
IMAGE:795382

*mitoch. cont. IMA(

IMAGE:236034
IMAGE:1566550
IMAGE:1460130
IMAGE:2471503
IMAGE:123436
IMAGE:1493596
IMAGE:627401
IMAGE:32076
IMAGE:196837
IMAGE:214231
IMAGE:338736
IMAGE:1606321
IMAGE:1602489

ARID1B Hs.291]
LOC401320 Hs.}
Hs.126893 Trar
NCF1 Hs.52094]
HYAL1 Hs.75619
ZNFN1A1l Hs.43
REEP6 Hs.76277
LTBP2 Hs.51277
KIAAO0738 Hs.4(
CD44 Hs.50232
R94726::R94
CNN1 Hs.46592
ACPP Hs.43306(
VAMPS Hs.1726
HSPBP1 Hs.530¢
LOC23117 Hs.6
WASPIP Hs.591¢
Hs.613074 Trar
DEDD2 Hs.5154
ARHGEF1 Hs.63
Hs.598068 **Q
RAPGEF3 Hs.85]
148142

UCP2 Hs.80658
KIAA1370 Hs.15
APOBEC3F Hs.4
SH3BP2 Hs.167
R0O0486::R00]
GPR98 Hs.5917
TNFAIP8 Hs.271
F2 Hs.410092 C
EP300 Hs.51751
H77640 2888
SERPINB1 Hs.38
TMC4 Hs.35512

Hs.436703 Trar

-1.023265194
-0.618714129
-0.701771194
0.94869513
1.375973703
-1.282507261
-1.289814416
-0.909843952
-1.214257913
0.935243372
-1.111007861
-0.36237803
0.807104665
0.558999026
1.181725565
-0.404841723
0.593777234
0.596091966
1.177905387
1.352634411
-0.779402327
-0.80454201
-1.104224327
0.257902726
-1.186194657
0.315679013
0.445955081
-0.550220948
-0.836987663
0.842523786
1.061986854
-0.736764705
-0.99303335
0.611516391
-1.618069928
-0.569531911

-0.78584003
-1.42482907
-0.87450459
0.2653612
0.10998493
0.11064482
-0.53640875
-0.94070293
-0.5694053
0.9314487
-0.67801251
-1.60112913
0.51400251
0.94770565
0.52637445
-0.63516164
1.2746745
0.87294413
0.31588693
0.96543917
-1.05566868
-1.50189716
-0.67425577
1.37547443
-1.16497635
0.92542781
1.00976809
-1.41267161
-0.86730667
0.89671036
0.60889076
-0.94819546
-0.58687732
1.24667919
-0.00530031
-0.85386389

-0.54515532
-0.33696522
-0.21221947
1.31664417
0.70108329
-0.85189662
-0.06176318
-0.18860794
-0.59115188
0.41916762
-0.63689982
0.53571652
0.71770032
0.84557489
0.67103389
-0.2069574
0.196059
1.0097791
0.9000312
0.0678502
-0.11392737
0.30420743
-0.37820047
0.35757007
0.1993606
1.03675265
0.8943567
-0.27861709
-0.6581055
0.48303459
0.70150507
-0.543182
-0.62797892
-0.06273335
-0.28088036
-0.93496843

1.3093295
2.44647922
2.21426347
-0.82405164
-1.58111194
0.51335819
0.58199505
0.627504
0.81017099
-1.40170703
1.34766222
1.10241148
-1.19442279
-1.49066626
-1.92215102
2.30482437
-1.13465831
-1.61213359
-1.80543909
-1.37445207
0.64248452
0.74096259
0.43686059
-1.16884415
0.82079168
-1.39395241
-1.894673
0.63216187
1.36739393
-0.94052407
-1.81995106
1.56511903
1.63477305
-1.50047178
0.69793771

1.9288606

1.07464235
0.30988332
0.40582905
-1.89108299
-1.04830371
1.28866272
1.21342075
1.22323655
1.37602583
-0.88942595
1.0808671
0.54026085
-1.11036743
-1.09481429
-1.08378379
-0.2377235
-0.96657876
-0.98751148
-0.71777462
-1.18085445
1.16802052
0.76015459
1.31926636
-0.8813422
1.3495253
-0.98282877
-0.7452891
1.13427709
1.06609876
-0.99625883
-0.81741689
0.8340354
0.90635361
-0.67705937
1.14418949
0.69900824

1.01113014
0.73015878
0.00959549
-0.75175507
-0.47587642
1.02064354
1.02112293
1.1608397
1.22823786
-1.03286465
1.05112601
0.63294277
-0.57399595
-0.73154508
-0.39500758
-0.24839908
-0.94651427
-0.86613294
-0.84251376
-1.00661659
1.08451069
1.57828227
1.38434379
-0.84684196
1.10723879
-0.78081987
-0.66156854
1.52617125
0.94558069
-1.27586154
-0.74582981
0.80726332
0.61371298
-0.53134555
0.9440286
0.6759354
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*mitoch. cont. IMA(

IMAGE:2310169
IMAGE:212456
IMAGE:433225
IMAGE:1507713
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IMAGE:345621
IMAGE:753291
IMAGE:1584360
IMAGE:430677
IMAGE:854162
IMAGE:855406
IMAGE:428413
IMAGE:383175
IMAGE:1608958
IMAGE:2412354
IMAGE:1219044
IMAGE:212258
IMAGE:212489
IMAGE:66317
IMAGE:502558
IMAGE:460519
IMAGE:814054
IMAGE:869466
IMAGE:1358393
IMAGE:2568869
IMAGE:1861898
IMAGE:239568
IMAGE:450193
IMAGE:121558
IMAGE:279592
IMAGE:1696463

ZBTB22 Hs.206]
HLA-DRB1 Hs.5]
MDS032 Hs.161
KCTD1 Hs.5266
142205
ALDH3A1 Hs.53
LOC90355 Hs.44
DDX23 Hs.1300
CHAD Hs.97220
GALC Hs.51343
CXX1 Hs.52278
Clorf21 Hs.497
Hs.530159 CDN
MS4A7 Hs.5307
Hs.335223 **Tj
Hs.594613 Tran
SLC6A16 Hs.13(
SART1 Hs.5028¢
AA991389 875
IGHG1 Hs.5106
TASP1 Hs.36993
TRAZ2A Hs.4456!
WWP2 Hs.40841]
HIST1H1C Hs.7¢
ZFAND2B Hs.53
Hs.107418 CDN
KIAA0040 Hs.51
BPI Hs.529019
MAP2K3 Hs.514
EXT1 Hs.492614
AI054063::Al
FAM63A Hs.334
IL24 Hs.58831 1
KIAA0232 Hs.79
GNPTAB Hs.468

LOC284373 Hs.

0.899578929
0.531243856
0.587664918
-0.964658112
-0.578715473
1.16741419
-0.895398095
0.978327426
-0.665632396
1.064272463
0.677432983
1.027294494
-0.866095796
0.629536199
-1.026362135
1.676798085
-0.811084127
0.881816293
-0.569730928
-1.199112029
-0.892850617
-1.135561896
0.811124709
-1.438235748
0.946132665
-0.448542261
1.175480141
1.043063428
1.2904369
1.268264528
-0.923454374
1.094621312
0.341366868
-0.855937961
-1.173263688
-0.604093079

0.81128418
0.67494643
0.80894525
-0.68547323
-1.04889129
0.22121352
-0.4007359
0.86088568
-1.36960421
0.97232167
0.27576322
0.58101643
-1.05210809
1.13345277
-0.77491613
0.33986675
-1.3388688
0.909276
1.03482823
-0.56605961
-1.21746306
-0.66026682
0.33929848
0.08986603
0.51672736
-0.52558703
0.79187357
0.98596591
0.37418726
0.34626723
-0.59995562
-0.45983986
1.45438064
-0.9317069
-0.98368883
-1.02642185

0.70753784
0.9554142
0.81686698
-0.96693717
-0.74150753
0.58704534
-1.00414987
0.35467127
-0.17655724
0.20652252
1.37477632
0.52624594
-0.76964497
0.22789235
-0.44997052
1.05035026
-0.20527911
0.80822429
1.55795847
0.09024049
-0.03833029
-0.60323141
1.2603539
-0.29101944
1.01227095
-0.94651457
0.82612416
-0.06507118
0.5142509
0.731475
-0.78019064
1.013807
-0.29046519
-0.65983012
0.12228776
-0.79393195

-2.00504258
-1.47030997
-2.22111662
1.3684349
1.94986983
-1.3083965
1.99415236
-1.71615064
1.43694308
-1.55220795
-1.76954479
-1.64986678
2.05109866
-1.03326436
1.53316479
-2.25191356
1.70962039
-1.57500336
-0.40771808
0.61089928
1.37570785
1.6432508
-1.35977309
0.28875799
-1.7085299
2.3191972
-1.32036012
-0.77600332
-2.19860672
-1.67657384
1.65725052
-0.29081428
-0.23017695
1.35317225
0.7553305
1.03567156

-0.40745936
-0.79391684
-0.77143996
1.62008114
0.59242676
-1.02745517
0.59299662
-0.91369956
1.04404653
-1.12676398
-0.86997188
-0.93593457
0.98817125
-0.69824052
1.05348318
-0.90334918
0.74922712
-1.26196274
-1.46625088
1.27077596
0.73306294
0.96833178
-1.35977309
1.37106283
-1.04796963
-0.01328628
-1.08403107
-1.0079289
-0.54410498
-1.087923
0.76522196
-1.01041499
-1.25465554
1.16894974
1.39081743
1.16738796

-1.03821502
-0.73932638
-0.12344241
0.69535243
0.82599797
-0.48089658
0.61223935
-0.57230856
0.79256186
-0.63407242
-0.50874804
-0.48447246
0.80009214
-1.19784401
0.67773258
-1.18267233
1.02268077
-0.85995269
-0.77112508
0.65328161
1.10461259
0.83619975
-0.58153097
0.72650805
-0.7031292
0.33842623
-1.57929456
-1.17827282
-0.39703816
-0.57164454
0.83788081
-0.91820166
-0.84570729
0.98413296
0.93642114
1.23512782
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IMAGE:505864
IMAGE:1420801
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IMAGE:2124107
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IMAGE:49631
IMAGE:700792
IMAGE:730971
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IMAGE:854338
IMAGE:810321
*mitoch. cont. IMA(
IMAGE:587782
IMAGE:488345
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IMAGE:854429
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IMAGE:1635534

AA777219 10]
RERG Hs.19948
IMMP2L Hs.5494
Cl4o0rf72 Hs.15
HERPUD2 Hs.64
KLK6 Hs.79361
LARPS5 Hs.6318]
Hs.201633 Trar
TG Hs.584811 T
RGL1 Hs.497144
UPF1 Hs.51526¢
OR2A7 Hs.5616
RAD23B Hs.521
UPK1A Hs.1593
LOC400721 Hs.1
Hs.532778 Trar
CDKN3 Hs.8411
ACE2 Hs.17809¢
LGMN Hs.18069
FLJ32569 Hs.17
CPZ Hs.78068
PRSS23 Hs.253]
RMNDS5A Hs.752
KIAA1856 Hs.55
RP1-93H18.5 H4
DHCR7 Hs.5031
QKI Hs.510324
CHI3L2 Hs.5148
CARS Hs.27487

145850
FOXP1 Hs.4314¢
DHRS10 Hs.187
FKBP2 Hs.22771

AA669059 11¢
SMC5 Hs.53418

RALBP1 Hs.528¢

1.372877307
-0.922009858
-1.12431915
-1.383833701
-0.655596551
0.647450569
-0.849366366
1.720922342
-0.883664126
0.740609075
0.859558243
0.982817314
-1.19792051
1.029519786
-1.171149176
-1.133649109
0.709136693
-0.814123442
0.952706333
-1.039347853
0.542993498
-1.009521931
1.392939903
-0.748058508
0.215345374
-0.928407518
0.728457138
-0.04770967
1.107082322
-0.896961842
-1.154954797
0.6766182
0.776631942
-0.788363235
-0.380895265
1.135299784

0.14402188
-1.24219015
-0.5985668
-0.86677355
-1.18561359
0.93820674
-1.28813867
-0.16808776
-0.91117987
1.20656324
0.80715417
0.89086213
-0.82309913
-0.03225196
-0.31638989
-0.36848701
1.14369647
-0.95866389
0.89534934
-0.55678527
0.50954279
-1.21540193
0.51175261
-0.94855062
1.4347601
-0.73076772
0.94163052
1.23989694
0.3549252
-0.76286799
-0.71505519
0.93400792
1.09171502
-0.72867568
-1.43037761
0.52961603

1.03756743
0.0622321
-0.37910642
-0.02331918
-0.76748904
0.53240407
-0.25648867
0.38552416
-0.09605184
0.17652214
0.62993312
0.7317301
-0.38402266
0.87077232
-0.85061444
-0.30158339
0.0105871
-0.53165711
0.42349243
-0.16043545
1.10585749
-0.49335136
0.73368126
-0.66477717
-0.02531267
-0.24376789
0.57461137
0.43232876
0.90390222
-0.57886345
-0.19886531
1.58986709
0.62955398
-0.3529442
-0.63714924
0.68809569

-1.45422712
1.20311677
1.63574328
1.01914949
1.63172141

-1.63762291
1.02736621

-0.84963372
0.81351931

-1.03442921

-1.90046908

-1.06882949
1.95660299

-0.68878823
1.34304514
2.02331744

-1.38323189
1.22395813

-1.38497372
0.78013243

-1.01164695
1.35184814

-1.30553299
1.06723052

-0.70344835
0.47550668

-1.34355434

-1.35334311
-1.7811522
0.65778392
0.93374799

-2.43413583

-1.42345327
1.73723724
0.40879191

-1.587317

-1.17787282
1.03505444
0.98656736
1.28219999
0.95506633

-0.52609284
1.12102894

-0.90552723
0.72973077

-1.01854441

-1.00721781

-1.23814817
0.74847336

-0.94645669
1.33369621
0.46838501

-0.64715691
1.01523192

-1.01215324
1.09341663

-1.11954408
1.75993171

-0.94938646
1.05694888

-0.89089557
1.25011559

-0.74336975

-0.27935022

-0.73350477
0.96043898
1.13421506

-1.35180666

-1.39964568
0.55312287
1.47115135
-1.1023146

-0.94020813
0.93033868
0.43590132
1.10371037
1.13438876
-0.8802753
1.37847324
-1.05599612
1.26908071
-1.08843753
-0.37979812
-1.41820413
0.80648143
-0.94912222
0.6178353
0.13848095
-0.76209482
1.08456234
-0.90432208
0.72119494
-0.82993525
0.84229514
-1.51922091
1.25170576
-0.84917345
1.06785044
-1.13647162
-0.69599852
-0.80823207
1.59510117
0.98563358
-0.61733055
-0.76636397
0.42637852
1.6334026
-0.66786174
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IMAGE:364415
IMAGE:878148
IMAGE:416803
IMAGE:742132
IMAGE:2577145
IMAGE:2384055
IMAGE:1556401
IMAGE:77193
IMAGE:201213
IMAGE:1476309
IMAGE:745773
IMAGE:612274
IMAGE:1948644
IMAGE:276091
IMAGE:298610
IMAGE:301315
IMAGE:1913608
IMAGE:1851134
IMAGE:813393
IMAGE:915113

MYOG Hs.2830
DAPK3 Hs.6318
SLC2A4 Hs.380¢
SELT Hs.369052
FAM36A Hs.4114
Hs.551905 CDN
AMY1A Hs.4845
FHIT Hs.196981
ATP8B4 Hs.5117
TAF4B Hs.36951
LOC374676 Hs.!
Hs.594441 Hon
ZNF141 Hs.601(
POLS Hs.481541
Hs.604033 Tran
CPEB4 Hs.1271}
LOC284408 Hs.!
TBC1D9B Hs.15
HAL Hs.190783
ISG15 Hs.4584§
SCAMP3 Hs.200
FRY Hs.591225
AA936454 13
MAFB Hs.64267
FRMD4A Hs.330
VENTX Hs.1252
GAPDHS Hs.248
TUBA1 Hs.7531
FL]J21963 Hs.25
ITPKB Hs.52808
ZNF324 Hs.515¢
Hs.643777 CDN
AI310424 315
TNF Hs.241570
SSBP2 Hs.1027]

AA579267::A]

-0.455423881
1.316088247
-0.836235102
-0.963365091
-0.83498634
-0.934661453
-0.505690918
-1.112325032
-0.753852231
-0.543346102
-0.620228676
-0.504163635
-1.137168119
-0.971997942
-0.690419193
-0.638853845
-1.013464717
0.800741826
0.937077904
0.933545976
0.774977463
0.699932971
-1.014573237
1.320695735
-1.104684623
0.987876743
-1.410838599
1.224826404
-1.238856602
1.250457582
0.46239211
0.876578957
1.496578828
1.063519517
1.379032731
-1.295477203

-0.90535739
0.58113899
-0.98881338
-0.87482134
-1.15621794
-1.10111802
-1.2268037
-0.58892422
-0.8725628
-0.90930177
-1.20533345
-0.84154576
-0.62181355
-0.72467559
-1.02637444
-0.73552091
-0.91293668
0.50645687
0.37125962
0.88677984
0.82752036
-0.16992335
-0.73784253
-0.01722228
-0.72050591
0.70179546
-0.7485166
0.24949378
-0.00232384
0.21975685
-0.3682726
0.62578809
-0.74014989
0.8086956
0.4083616
-0.58548101

-1.17636386
-0.08470747
-0.48021912
-0.29592843
-0.24581728
-0.38686802
-0.07758966
-0.59923363
-0.68402249
-0.85418796
-0.53199859
-0.45911109
-0.57854921
-0.60526137
-0.43756356
-0.86311846
-0.31811104
0.99513189
0.72026903
0.0632036
0.57149317
0.45271065
-0.75629124
0.69135469
-0.42751909
0.65749901
-0.07031783
0.58151899
-1.1479273
0.68770368
1.05996461
0.98943485
0.46428434
0.64544085
0.44240976
-0.34881561

0.7182617
-0.53841419
1.17981954
1.03886855
0.44578408
1.04087535
0.86737251
0.86055803
1.19914026
2.18561397
1.21008122
1.87619782
2.27267042
0.98372228
0.72631604
0.72216182
0.68737789
-1.78370106
-1.11176597
-1.39737663
-2.03296246
1.29621302
0.83106685
-0.88540767
1.36073172
-0.4756751
1.46407134
-1.3833298
0.80782048
-1.6365917
-2.25466494
-1.79512755
-0.57748283
-1.45567914
-0.75353174
1.15978838

1.30858144
-1.12695922
0.89357225
0.97543764
1.52389011
1.34352366
0.90162061
1.43191837
1.19317564
0.57353516
1.41643514
0.19048176
0.56334291
1.41489695
1.43605787
1.36566488
1.38189731
-1.08173695
-0.96135114
-0.78683244
-0.87224221
-1.26463929
1.23693855
-0.67741338
1.22525817
-1.36698748
0.81182042
-1.15666799
1.25227143
-1.02991342
0.30740283
-0.94870836
-0.88554859
-1.07108863
-1.13881351
1.0432486

1.4847836
-1.0745831
1.26445484
1.112884
1.32440383
1.15285523
0.92673589
1.00843953
0.90233475
0.48755763
0.77682507
0.52577338
0.52564568
0.90296779
0.95977099
1.05263351
1.2179657
-0.3392749
-0.78972547
-0.62528416
-0.21290852
-1.39247647
1.5059823
-1.2565825
0.68619478
-1.51371949
1.05103833
-0.39838122
1.23658788
-0.39844614
0.48112708
-0.74650822
-0.25196742
-1.08835596
-1.34175845

1.05441987




IMAGE:811808
IMAGE:1956910
IMAGE:1892310
IMAGE:1636105
IMAGE:417707
IMAGE:2506801
IMAGE:2056566
IMAGE:66784
IMAGE:138693
IMAGE:293178
IMAGE:140280
IMAGE:1374906
IMAGE:1698064
IMAGE:195988
IMAGE:712916
IMAGE:753620
IMAGE:46931
IMAGE:1622314
IMAGE:344555
IMAGE:198526
IMAGE:428560
IMAGE:136856
IMAGE:1472538
IMAGE:343930
IMAGE:462625
IMAGE:49117
IMAGE:810979
IMAGE:897099
IMAGE:140150

*mitoch. cont. IMA(

IMAGE:323522
IMAGE:841022
IMAGE:1880054
IMAGE:321271
IMAGE:562067
IMAGE:159455

FAM65A Hs.152
WNK2 Hs.52229
Hs.635262 Tran
Hs.586328 CDN
CTDSPL Hs.475¢
DNM2 Hs.21146
ITGAM Hs.1726]
Hs.593576 Tran
LOC349114 Hs.4
PBX3 Hs.42802]
R67904::R66¢
AA947534::Al
TERF1 Hs.4427(
OCIAD1 Hs.518
PSMC3 Hs.2507
IGFBP6 Hs.2743
OTUB2 Hs.2788
SERGEF Hs.324
UBE2R2 Hs.111
SPAGY9 Hs.4634
P117 Hs.356626
TMEM107 Hs.51
PLA2G6 Hs.1704
GFRA3 Hs.5804
PHKAZ2 Hs.5494
PHF16 Hs.37197
MRPS2 Hs.3820
GGT1 Hs.35654
Hs.28664 Trans
153263

NRBP1 Hs.5158
BTBD9 Hs.1162
ROS1 Hs.1041 \
PRR5 Hs.10233¢
AGPAT3 Hs.248]

PLD3 Hs.257008§

0.864619682
-1.475215025
-0.911600804
-0.812183617
-0.487359374

0.797212712

0.787471214

1.323484884
-1.036999267
-1.075463564
-1.250752486
-1.084514034
-1.067401639
-0.975008349

0.917055543

0.864240942

-0.2394048

0.709726018

0.905323271
-1.005880125

0.422315877

0.972706148
-0.432164616
-1.075431323
-1.112914186
-1.212847565

0.654363976

-1.01641325
-0.764190193
-0.715470614

0.887124782
-0.857388292
-0.963058254
-1.318637147

-1.07039095

0.743356752

0.721324
-0.12595428
-1.20219763

-0.8709904
-1.28742753
0.27540893
0.81150385
0.57790914
-0.7041005
-0.74454334
-0.88857803
-0.62715055
-0.71945682
-0.70488258
0.61864656
-0.43867442
-1.4156524
1.0767345
0.69921846
-0.90058361
0.7821733
0.84449806
-1.19972886
-0.99662123
-0.57631667
-0.55482683
1.00962082
-0.78184667
-0.77412075
-0.40848309
0.56696613
-1.59256054
-0.5969325
-0.51832878
-0.45606633
0.72353534

0.85814826
-0.53777611
0.08805227
-0.26722712
-0.53951851
1.06463715
0.70782021
0.18938806
-0.50436124
-0.22326519
-0.65660678
-0.39778618
-0.5647023
-0.50055667
0.55628244
1.30212796
-0.07872098
0.70096164
0.51135898
-0.23612629
0.79534354
0.90117953
-1.0020301
0.15826417
0.02674577
-0.53529184
0.71276236
-0.50557936
-0.55664166
-0.97424667
0.81560882
-0.02958435
-0.47220834
-0.20058258
-0.30505916
1.05945604

-1.59844818
0.60449236
1.25396824
0.77700306
1.01398399

-2.24310962

-1.07132412

-1.78907717
0.47853289
1.39540745
1.62756169
1.55437086

1.6070954
1.53110083

-1.75974008
-0.7573514
0.35178214

-1.72704594

-1.70595718

1.3983298

-1.99074311

-0.98651586
0.40924036
0.77062983

-0.09718996
0.49723524

-1.58594408

1.8721439
0.63763131
0.70233786

-1.74212617
1.37588119
0.88295986
0.50246059
0.42179766

-1.58904917

-1.05068889
1.331476
1.1351349
1.10341143
1.2682598
-0.18035405
-0.99729503
-0.6064152
1.54675867
0.98459363
1.40980804
0.87856512
0.87656301
0.95708356
-0.6683679
-0.8614503
1.2751015
-1.10258376
-0.7379403
0.89847392
-0.74150718
-1.87722467
1.49729468
0.72020631
1.53546896
1.78191792
-1.32315135
1.07483471
1.35635498
1.06083335
-0.96875592
1.14705883
1.08043978
1.47352783
1.23150006
-0.68143734

-0.80246379
1.13800574
0.67152918
0.97838043
1.05433471

-0.51626524

-1.21461869

-0.69333373
1.21680965
0.62909076
0.99238451
0.63179363
0.90250715
0.65734784

-0.57079823

-0.64720804
0.95410337

-0.72626312

-0.60211384
0.85804974
-0.0686629
-0.9885402
1.79384282
1.41941247
1.06213507
1.04147323

-0.47783472
0.38238547

1.0092822
1.14056769

-0.48976531
1.18896365
0.96684692
1.03018869
1.01771215
-1.2541717




IMAGE:1635350
IMAGE:279665
IMAGE:1655779
IMAGE:345234
IMAGE:2253645
IMAGE:743341
IMAGE:2028349
IMAGE:842836
IMAGE:594540
IMAGE:1565868
IMAGE:1533710
IMAGE:2336916
IMAGE:531036
IMAGE:768523
IMAGE:2298075
IMAGE:1555396
IMAGE:593185
IMAGE:202919
IMAGE:701261
IMAGE:797048
IMAGE:1031747
IMAGE:1926956
IMAGE:109153
IMAGE:259819
IMAGE:950613
IMAGE:375827
IMAGE:80742
IMAGE:435824
IMAGE:1690065
IMAGE:754108
IMAGE:1856361
IMAGE:1631634
IMAGE:324342
IMAGE:1856268
IMAGE:53245
IMAGE:213577

PRR13 Hs.4263]
PDHX Hs.50231

AIO40138 134
ARHGAP30 Hs.3
TAS2R49 Hs.404
C210rf91 Hs.29
DNAHS5 Hs.2123
SERPINB1 Hs.38
PTCH Hs.49453¢
Hs.133924 Trar
SLC25A26 Hs.3]
DIRAS3 Hs.194¢
KRT18 Hs.4060]
ZMYM6 Hs.5339

AI635997 139

AA975183::A]
ABCC4 Hs.5084
VPS13D Hs.380
CCDC51 Hs.187
BMP4 Hs.68879
ALKBH1 Hs.945;4
EHD3 Hs.36880
COPA Hs.16212
KCTD10 Hs.524
RIN3 Hs.326827
PTP4A3 Hs.4366€

AI821346::T6
C8orf42 Hs.289
Hs.597349 CDN
KIAA1109 Hs.4(
Hs.469747 Trar
ARPC5L Hs.1324
ASAHL Hs.6326
ZNF605 Hs.296¢
PPARA Hs.1031]

CTBS Hs.51355]

0.957934042
-0.838723941
-0.398962285

0.815095379
-0.431109936

1.212393606
-0.995578492

0.617828571

0.873654479
-0.872287367

0.908767555
-0.892969319
-1.259587818

0.514003724
-1.302191658
-1.244874078

0.904920961

1.359693478

1.11940536
1.104276676
-1.0966345
-0.063862585

0.192724646

0.861777702
-0.761823312

0.48947072
-0.508570376
-1.144034195
-0.946132912
-0.823967148

-0.81677424

1.248144559

0.877119862
-1.057205189
-0.813269666

1.066256442

0.84251804
-0.73291226
-0.61168638

0.97389345
-1.05528308

0.36693581
-0.94568651

1.14828949

0.66953863
-1.65188518

0.53041782
-0.76024968
-0.30859821

1.42601223
-0.23491755

0.06879131

0.93861153

0.8850177
1.00697374
0.7851188
-0.33859449
-0.4844947
1.6185259

0.79067694

-0.7431599

1.17778892
-0.68106439
-0.97489991
-0.95747705

-1.2559795
-0.97424032

0.78848096

0.71959462
-0.47157713
-0.55691292

0.76498803

0.5656187
-0.58664316
-0.45027512

0.23427124
-0.56817326

0.8085104

-0.41229589
0.18556447
0.82482677
0.19723655

0.9325244
-0.25956788
-0.49209902

0.15029583
-0.68638394
-0.53458308

0.41303864
-0.08806766

0.09360071

0.48261264
-0.79532552
-1.01792201

0.11323307

0.86104846
-0.55652578

0.56126305
-0.05766497
-0.50262493
-0.26334956
-0.39104529
-0.32858806

0.31470676

0.67898811
-0.82311747
-0.87767148

0.3179057

-1.79050243
0.5808643
2.29141216
-1.27848226
1.32316691
-1.25593138
1.19672048
-1.55698691
-0.78468674
2.03824625
-1.55864467
0.52096973
1.11671422
-1.06505821
1.66185522
1.96739004
-1.05980077
-1.06708646
-1.73341307
-1.37197214
0.26521536
2.49216776
-0.2723957
-1.69953611
1.93000059
-1.25667413
2.15797526
1.5240592
1.6592808
1.2483658
1.79174852
-1.57406522
-1.29795368
1.03677619
0.80302833
-1.45253579

-0.82085939
1.48181968
-0.23864525
-0.81016252
0.64820008
-1.02524434
1.25834032
-0.79769486
-1.31899
0.79475262
-1.15609815
1.18724668
0.55917981
-1.32797958
0.89681802
0.28904783
-1.09349134
-1.19091492
-0.89820677
-1.04587605
1.74553878
-0.50065026
-0.55392836
-1.22603238
0.51780242
-0.95692266
-0.16161531
1.28743383
1.18337218
1.10185785
0.73009236
-1.00928475
-0.81487627
0.98384076
1.27713199
-1.05147221

-0.79633968
1.02807427
0.02605
-0.88767751
0.96843912
-1.0984564
0.97220657
-0.52645091
-1.24214638
0.70671426
-0.60969073
1.09607194
1.29150878
-0.70485593
0.6049705
0.17591513
-1.12830493
-0.9989808
-0.6749497
-1.01951083
1.13624624
0.10342093
-2.03209311
-0.62942406
0.50532904
-0.98887148
-0.13982659
0.99518929
0.34194891
1.25850294
0.57541603
-0.86497176
-1.13097692
1.30145337
1.07220291
-0.64024083
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IMAGE:2449679
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IMAGE:1686314
IMAGE:242807
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IMAGE:927208
IMAGE:199239
IMAGE:144042
IMAGE:229997
IMAGE:784693
IMAGE:295986
IMAGE:490961
IMAGE:1575159
IMAGE:814489
IMAGE:83029
IMAGE:1836699
IMAGE:1636369
IMAGE:51950
IMAGE:913912
IMAGE:1567985
IMAGE:281045
IMAGE:810989
IMAGE:324715
IMAGE:1009355
IMAGE:417223
IMAGE:758266
IMAGE:286378
IMAGE:81409
IMAGE:1470149
IMAGE:795334
IMAGE:44477
IMAGE:2029309
IMAGE:187616

AA831913::Al

AI249759 112
PPAP2B Hs.4051
PLXNB3 Hs.632¢
SHC1 Hs.43379
PRICKLE1 Hs.52
RP4-691N24.1 H
DNAH9 Hs.5672
C100rf99 Hs.29
ARMCX4 Hs.388
CNOT2 Hs.1333
Clorfl12 Hs.44
GTF2B Hs.4818]
EBP Hs.632801
ISG15 Hs.4584§
CD24 Hs.37510
LOC440248 Hs.!
HGD Hs.368254
FAM79B Hs.338
Hs.592876 Tran
AQP1 Hs.76152
LOC653269 Hs.!

AA975922::Al
PARP9 Hs.5182(
TMEM147 Hs.92
FOLR3 Hs.352 F
KCNH2 Hs.4388
LOC399715 Hs.!
THBS4 Hs.2114
ZNF135 Hs.858¢
GABARAPL1 Hs.
Hs.554362 Tran
CD209 Hs.2786
VCAM1 Hs.1092
MSRA Hs.49098

MYCL1 Hs.4379

-0.843860053
0.896423263
0.674549161

-1.207558821
1.019504149

-0.758486762

-1.219776198
0.735665848
1.307115234

-1.009709361
0.602359251

-1.182217118
0.944808028

-1.027656863
0.919096753

-0.302311138

-0.557854804

-1.022150272
0.891642313

-0.625579226
0.926433765

-0.845827654

-0.618782953
1.147565643
1.127305354
1.023458897

-1.048961849

-1.139729473
1.428114334

-1.558264103

-1.114774098

-0.955181847
0.603444145
0.772531767

-0.649497388
0.848994335

-0.57698087
0.97938166
0.75180032

-0.88594036
1.01825721

-1.12065836

-0.55696314
0.63936457
0.09411159

-1.16767859
0.67104242

-0.40822673
1.02100487

-0.29471946

0.7266055

-1.23402359

-0.78001906

-0.23800727
0.06931209

-1.05325808
0.01404651

-0.65376328

-1.24571979
0.98347531
0.28783097
0.16726884

-0.77645223

-1.15728812
0.29199716

-0.54413352

-0.80697757

-0.70656909
0.75818632
0.76677933

-0.949574

-0.09434349

-0.75012974
0.14835498
0.85995195

-0.49243071
0.17731828

-0.17149544

-0.86668887
1.12032066
0.22568712

-0.04471483
1.24340212

-0.48119379
0.30475453

-0.63792031
0.47251704

-0.88300168

-0.95351876

-0.84517051

1.0184351

-0.28343614
1.24807331

-0.50995309

-0.44050265
0.48609328

0.7506763
0.73143059

-0.347515
0.30242049
0.60111331
0.56788272
0.00065374

-0.69133153
0.64791374
0.36633551

-0.43779609
1.25561518

1.4030574
-1.58727886
-1.10174476

0.99741954
-1.63881386
1.04263359
1.23949032
-1.00518608
-0.7945348
1.04216285
-1.7565804
2.06711106
-1.61897767
0.17398237
-1.24876727
1.27678601
0.76508043
1.84566659
-0.75676521
1.68658608
-1.22712273
1.78481939
1.97234854
-0.94794868
-1.5323537
0.02747183
1.21700538
0.30665338
-0.63023298
0.97463727
0.47489458
1.17266271
-0.94500418
-0.96050575
1.99352345
-1.08372184

1.02473416
-0.81089652
-1.13071395

1.38446529
-1.07835417

0.67362857

1.10940551
-0.62548391

-0.9333719

1.08659169
-0.91439397

0.6867288
-0.94749298

1.39990742
-0.97744626

0.96776136

1.38925619

0.89286713
-1.12134511

0.89134059
-1.46904359

0.65148084

0.25488386
-1.19509294
-0.93678066
-1.61918416

1.08681758

1.23546733
-0.99127698

1.11220629

1.2705932

1.02469801
-0.86503975
-1.35021014

1.03487605
-0.92321361

0.64113199
-0.60097572
-0.98200546

1.37390233
-0.56112186

1.31682482

1.39957427
-1.83227647
-0.65604243
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-0.69271656

0.33698473
-1.81304557
-2.00628854

2.195398

1.83194358

0.56389279
-1.02348993

2.24316822

1.67738028

0.55249299

1.67990447

1.57617425

2.23179413
-1.89706128

1.17249397
-0.66085844
-1.12189154
-1.03622756
-0.66138208
-0.73087451

1.25483329
-0.98827665
-1.15512916
-1.03471594

1.22463195

1.11142405

-0.9480922
-0.46610642

0.7048865
1.4857277
-0.57900279
0.5767985

0.95999865
-0.20239787

0.92681201

-0.8526986

1.39943709

-1.0002076
-0.40271657

0.52598873

0.82344108

1.18559129
-0.95725472

0.33307219

0.62761623

0.94262469

0.68177982

0.617311

0.28177969

-0.50821216

0.960692
-0.63114252
-1.10855668
-0.78977138
-1.40053195
-0.92175332

1.57769105
-0.409872
-0.34840502
-0.8912472
0.66291706
0.81527347
-1.2414864
-0.67684588
0.87662888
0.59131536
-0.80985468
0.86826592
0.78109288
-0.24653764
0.90590531
-1.217899
1.22436632
-0.30485546
-0.54737923
0.10346568
0.43957887
1.15450636
-0.73143267
0.21921548
0.49791404
0.83576253
0.7327174
0.63378486
-0.21124116
-0.44306201
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IMAGE:897299
IMAGE:1521918
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IMAGE:256515
IMAGE:1435264
IMAGE:1674813
IMAGE:587992
IMAGE:810999
IMAGE:260015
IMAGE:34773
IMAGE:758309
IMAGE:282741
IMAGE:2407298
IMAGE:1533970
IMAGE:1499830
IMAGE:1472563
IMAGE:244194
IMAGE:1456974
IMAGE:1941469
IMAGE:325365
IMAGE:611443
IMAGE:230251
IMAGE:502486
IMAGE:2322039
IMAGE:275173
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IMAGE:1456128
IMAGE:936683
IMAGE:23869

Hs.594207 Tran
T55353 1207(
SFRS11 Hs.479¢
MGP Hs.365706
UBXD4 Hs.5915
PRKCD Hs.1553
LUM Hs.406475
NHLRC2 Hs.594
RGS7 Hs.13017
KLF6 Hs.4055 K|
HNRPLL Hs.4454
TAF4B Hs.36951
AI076396 5685
ANP32E Hs.385¢
GPX1 Hs.76686
COBRA1 Hs.521
PTPN11 Hs.5064
PRICKLE1 Hs.52
N49969::N52
JAG2 Hs.43344F1
Hs.600085 CDN
C220rf35 Hs.64
EFTUD2 Hs.151
COBLL1 Hs.4704
Hs.180848 Tran
R3HDM1 Hs.412
KRR1 Hs.20555
MB Hs.517586 N
GCLC Hs.27126¢
TANK Hs.55649¢
PPL Hs.192233
SCRG1 Hs.7122
C100rf118 Hs.1
UBIAD1 Hs.522¢
AA524273::Al

FAIM2 Hs.56744

-1.071545294
0.275831927
-0.578545404
0.589672291
-0.92611277
0.775406985
0.902271496
-1.328364998
-0.64988721
-0.687684944
0.926267453
-0.280042569
-0.970340732
0.462226107
0.528068809
0.850117932
-0.752504647
-0.867052895
-0.68566931
1.195350131
-0.575718913
0.584529643
1.001504809
-1.123463676
-0.616668125
-0.888711354
0.764725608
0.285585936
-0.730632268
-0.767216572
1.111951333
-1.027786819
-0.788510944
-1.070800302
-0.681651378
-1.259413327

-0.81099007
1.28103652
-0.62818843
-0.62066143
-0.59297516
0.85587929
0.86407075
-0.86344256
-0.73666181
-0.91086541
0.9239533
-0.28681672
-0.94743904
1.5708588
0.98475586
0.2345851
-0.66359103
-0.76182281
-1.15201502
0.42082443
-1.27762961
1.31243728
0.7773061
-0.4924551
-0.71435272
-0.02264144
1.01744173
1.05512062
-0.37114565
-0.38445993
0.05578122
-1.05277837
-0.91024131
-0.47730131
-1.14984258
-1.118609

-0.4107329
0.5937777
-1.08032188
1.58366499
-0.69249116
0.49233381
0.19719488
0.25434442
-0.28962635
-0.30195073
0.32921612
-0.61887773
-0.59589807
-0.0990192
0.42942441
1.04642796
-0.82606046
-0.56695228
-0.44583437
0.84118171
-0.11743139
-0.29067984
0.51660992
-0.51059187
-0.80548863
-0.8323161
0.25688656
0.81726445
-1.18630585
-1.04213083
0.84204119
0.01167656
-0.8328208
-0.225674
-0.33001341
-0.00873958

1.87023403
-1.53242929
0.65355642
-0.81489059
1.41169811
-1.9836097
-0.67173564
0.83870383
2.04445613
0.27029669
-1.72783401
2.55247753
1.0379945
-0.74712389
-1.78952663
-1.89065437
1.68918451
1.15239039
1.47308305
-0.95549729
1.22608586
-0.64939207
-1.83669445
1.52488311
2.03091188
1.83840181
-0.97826347
-1.95231088
1.570325
0.05618517
-1.78281235
0.68266883
1.63990842
0.31975564
1.30094879
2.09214384

0.63121079
-0.93462039
1.35237753
-1.06296
0.98110003
-0.42860073
-1.22428214
1.65114653
0.29442036
1.29032333
-0.76699791
-0.5115002
1.41630182
-1.23709995
-0.80965889
-0.70041019
0.70103091
0.52100988
1.07097884
-1.66615655
1.01876149
-0.92311903
-0.8043376
0.8003568
1.0649804
0.5871322
-1.1136471
-0.61811762
1.26427558
1.778171
-0.82819705
1.00335516
1.36311675
1.20619314
1.15876044
0.43976362

0.83577436
-0.61047512
1.15456915
-0.05524693
0.75144772
-0.65013625
-0.99998919
0.47993046
0.10297998
1.21464393
-0.69201937
-0.41709123
1.16724593
-0.94162954
-0.20683199
-0.34402493
0.76650366
1.47860365
0.76975758
-0.85408513
0.68196468
-0.90958949
-0.67294672
0.73687809
-0.09250022
-0.01810968
-0.90244863
-0.4622119
0.3009486
1.19582213
-0.19314092
1.4202281
0.58612921
1.07829614
0.70004846
1.0460505
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IMAGE:1643566
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IMAGE:376941
IMAGE:429811
IMAGE:1934935
IMAGE:2116188
IMAGE:1916839
IMAGE:324861
IMAGE:841470
IMAGE:123761
IMAGE:796181
IMAGE:25621
IMAGE:1588700
IMAGE:878447
IMAGE:239877
IMAGE:1126178
IMAGE:757220
IMAGE:36348
IMAGE:1500480
IMAGE:2030301
IMAGE:25384
IMAGE:138917
IMAGE:593658
IMAGE:502151

GSTM2 Hs.2798
SYN2 Hs.44550]
ADCK1 Hs.4132
PRKCA Hs.5317

AA126567::Al
FCGR3A Hs.372
FKBP9 Hs.5754¢€
SEPT11 Hs.1281
SPARC Hs.1117]
HSPB8 Hs.4000
Hs.27278 Trans
CA9 Hs.63287 (
C200rf44 Hs.18
GPATC3 Hs.109(
MAL2 Hs.20108
PCMTD1 Hs.308
GPC4 Hs.58367
HDACS5 Hs.4387
DDX19B Hs.221
EGFR Hs.48829]
CTSH Hs.14864

R01415::R014
GAS6 Hs.36920
CDC37 Hs.1609
SPIRE1 Hs.5152
PPP1R14C Hs.4§
HDAC3 Hs.5196

AA653120::Al
TUSC2 Hs.5179
PTPN13 Hs.4361
MRPS16 Hs.180
Hs.552087 CDN
LOC646201 Hs.]
MYCL1 Hs.4379
BRWD1 Hs.1905

SLC16A3 Hs.50(

-0.928819371
-0.904643723
-1.021352549
0.406591662
-0.6671996
0.829192351
0.387998564
-1.131116331
0.674679732
1.259726422
1.289263499
0.576331174
-1.364426637
0.84365257
1.628499208
-0.739186638
-0.991658567
0.636941214
1.400958359
-0.842827852
0.576104171
-0.612147719
0.694512221
0.75791757
-0.389801008
0.944142118
1.10395108
-0.874797899
1.262706418
1.389602186
0.562251414
0.779417379
-0.966095709
0.857936573
-0.325689161
0.489641626

-1.02574471
-0.5148825
-0.57422206
1.67081463
-0.40492511
0.98961288
0.04732685
-0.37337114
0.55206525
0.21788499
0.80028829
1.18346468
-0.59280815
0.74444341
-0.2350135
-0.63463141
-0.8599758
-0.03482746
0.70949721
-1.18491716
0.53136601
-0.69767907
0.35663687
1.06752979
-1.32223675
0.53106642
0.51320695
-0.70647686
0.15765478
0.07057708
1.08656552
-0.88791423
-0.47117156
0.20106048
-1.34609261
1.04414716

0.5244733
-1.00074923
-0.22745809
-0.28795696
-0.35820746

0.50193448
1.57157778
-0.42580583
0.80045846
0.41797374
0.04986102
0.71699379
-0.35573116
1.07419577
0.28242867
-0.72760326
-0.3577819
1.46962192
0.39731277
0.53696036

0.9438519

-1.16055463
1.06835214
0.31683924

-0.31598318
0.97865224
0.43912951

-0.64242691
0.82422526
0.54074053
0.29746124
1.36378762
-0.6316875
0.93384858

-0.61669773
0.48697573

0.16905941
1.7617502
0.28234202
-0.88867787
2.06972693
-1.39767369
-1.50854331
0.31131718
-1.22060402
-1.16083
-1.21723342
-1.72205989
0.9149232
-1.51752552
-0.97733476
1.44530888
0.84426638
-1.37582615
-1.56924381
0.18676535
-2.05382896
1.45745946
-1.75014224
-1.73731875
0.72776207
-1.02371914
-1.89360656
1.07450766
-1.21007436
-1.3015353
-1.83973083
-0.57723299
0.44456352
-1.06299307
0.94489959
-0.78425487

1.07738831
0.72995079
1.15603024
-1.13550235
0.30913256
-0.94391278
-0.76804132
1.48630181
-0.9773527
-1.32021104
-1.22471774
-0.90152797
1.50202422
-1.18682831
-0.87320553
1.06964927
1.20094128
-0.77240603
-1.00443644
1.31933205
-0.30232973
1.01370267
-0.77439653
-0.93709024
0.86762743
-1.567515
-0.7754123
1.31415524
-1.18899353
-0.66301697
-0.69848149
-0.60317734
1.53187788
-1.1752005
1.15258443
-0.88022698

1.02980678
0.88852488
1.23931226
-0.73198302
-0.3229131
-1.01403947
-0.34087571
0.99136951
-0.64273382
-0.25784326
-0.75470279
-0.91234817
0.96356871
-1.02053485
-0.59272411
0.455273
1.17947127
-0.59196584
-1.08864408
0.86431966
-0.48486145
0.94427134
-0.38762504
-0.4598111
1.3676461
-0.84489397
-0.30563006
0.78628287
-0.76175548
-0.9016423
-0.30683964
-0.36157892
0.96906887
-0.51761273
1.18106081
-1.24492101
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IMAGE:187582
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*mitoch. cont. IMA(
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IMAGE:645939
IMAGE:162365
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IMAGE:856977
IMAGE:743116
IMAGE:296345
IMAGE:1202584

TUSC4 Hs.4370
Hs.634750 Tran
CSNK1D Hs.631
LTBP1 Hs.49787
TNFRSF19L Hs.f
MAGI2 Hs.5832
LOC644823 Hs.f¢
USP9Y Hs.1658]
DRAP1 Hs.3567
Hs.633489 Tran
MT1M Hs.64353
MUS81 Hs.2887
PSME4 Hs.4138
KIAA0672 Hs.49
RBP7 Hs.42268¢
RP11-487F23.3
Cl1lorf67 Hs.50
Hs.157101 CDN
ECHDC2 Hs.476
PTPLB Hs.47736
ABI3BP Hs.477(Q
MS4A7 Hs.5307
PTGFRN Hs.418
SCAMP1 Hs.482

144621
AGPAT1 Hs.409]
FLJ23861 Hs.59
ISGF3G Hs.170¢
RASSF1 Hs.476]
ZC3H13 Hs.136
TOMM70A Hs.22
TRAPPC3 Hs.52]
KIF3B Hs.36967
TAF7L Hs.22380
FRMD4A Hs.330

DNAJA2 Hs.368

0.81417138
-0.567158586
0.440630074
0.627600585
0.489459126
-0.990730812
-1.03660095
-1.031232048
0.724859573
-0.162363729
0.777705804
0.947142806
-1.140192752
-1.405954168
-0.621770121
-0.919251776
-1.00174627
0.844898261
-0.842512271
-0.771149596
-0.442643758
1.296929427
0.797950819
-1.499266532
-1.018295226
-1.300626803
-1.120043097
0.896509852
0.868348301
0.923945914
-0.464325622
1.15712079
-0.933518535
-0.136883821
-0.703780324
-0.542780337

0.88853844
-0.9574134
1.27887842
0.63191409
1.40942417
-0.79648457
-0.6485324
-0.38645965
0.64438129
0.0657915
0.7701824
0.94084069
-0.53427014
-0.69073545
-1.18026063
-1.30567598
-0.68092486
0.80715635
-0.89052457
-0.93136024
-1.02079049
0.64634149
0.87476782
-0.45183521
-0.45585008
-0.51683051
-1.11308958
0.77729624
0.78918109
0.82549596
-1.16304846
0.7632343
-0.66565404
-1.12949605
-0.7520981
-1.45482075

0.64255508
-0.55621686
0.36755201
1.02961956
-0.38972909
-0.39807314
-0.4826242
-0.56991619
1.00795377
0.95551554
0.22073117
0.67867267
-0.34024246
-0.15359867
0.04170702
0.10753253
-0.7903197
0.48823719
-0.24142324
-0.74634279
-0.32985765
0.47277392
0.79795082
-0.52076295
-0.42444081
0.16865638
-0.32456121
0.51758087
0.63480502
0.21145994
-0.54942148
0.06999408
-0.49577156
-0.7362689
-0.8809455
-0.39263491

-1.93083128
1.68738357
-1.86106018
-1.64712802
-1.70030631
1.4999606
1.01108369
0.741115
-1.57752943
1.26467997
-1.65514484
-1.58536242
0.6742877
1.1880869
0.76043397
1.26556305
1.27897841
-0.93321759
0.46426402
1.24130278
2.08416127
-1.3306907
-1.06129502
1.02909753
-0.01520718
0.11002387
1.27648515
-1.67658823
-1.70384392
-0.25508346
1.13863825
-1.62568725
1.5782398
1.30069956
1.19732279
1.31857094

-0.95261839
0.62603638
-0.27411993
-0.63776708
0.06005923
0.90987861
1.23271
1.62505676
-1.05915461
-0.73595037
-0.56667807
-1.24504816
0.86713286
0.78913709
0.92582386
1.14066523
1.27897841
-0.98511272
1.3143519
1.37386417
0.29864338
-1.21741869
-1.62096177
1.47799667
1.46942888
1.32651144
1.21494656
-0.69520475
-1.08782404
-1.25599134
1.19719045
-0.74600743
0.73537295
0.97550998
1.04255492
1.16434836

-0.47380892
0.6687091
-0.90352265
-0.89140137
-0.7209165
0.76857529
0.88718658
0.47276102
-0.67711946
-1.57826569
-0.37592336
-0.84990551
1.39557685
1.35980877
0.96465453
0.79674769
0.9539495
-1.17004809
1.12271839
0.87152629
0.22466878
-0.9577644
-0.8242597
1.0705121
1.28754726
1.07883019
1.26396883
-0.78589225
-0.48813241
-1.37741295
0.79200927
-0.59633056
0.70486056
0.54369639
1.0451218
1.00427596
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*mitoch. cont. IMA(
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IMAGE:127682
IMAGE:81315
IMAGE:712209
IMAGE:810509
IMAGE:666774
IMAGE:744985
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IMAGE:1950530
IMAGE:813310
IMAGE:512410
IMAGE:151492

MFGES8 Hs.3745
CAND1 Hs.5464
LOC54103 Hs.1{
R63068::R63]
CASR Hs.43561
H62537::H62
PDPN Hs.46867
LOC389541 Hs.4
AI000670::Al
148009
APBA2BP Hs.51¢
BTBD2 Hs.4655;
NIP30 Hs.39674
DARC Hs.15338
SCD5 Hs.37919
C6orf105 Hs.12
N73572 2534
Hs.116806 Trari
HNRPAB Hs.591
Hs.178949 Trari
NCF1 Hs.52094]
LOC400590 Hs.}
ZDHHC2 Hs.443
RAB40B Hs.484
ARHGAP15 Hs.1
RRBP1 Hs.4722
MOSPD2 Hs.190Q
Cl1lorf66 Hs.50
DAP Hs.75189 [
GRB2 Hs.63306
CALML3 Hs.239¢
ISOC1 Hs.4832¢
TMEM107 Hs.51
SFRS1 Hs.68714
RNASEH2A Hs.5

CHD4 Hs.16223

0.764132987
-0.462735665
-1.148932084
-0.803067848

1.374795069
-1.139763742

0.547834426

1.01285968

-0.82794572

-0.79491673
-0.949919781

1.00599858
-1.190926186

0.579540863
-1.266882278
-0.874724911
-0.853509062
-0.535712004

1.22752005
-0.785532601
1.18017152
-0.436455717
-1.319542024
-1.016791123

0.301626623

0.904505897

-0.70105151

-0.64629419
-1.172107602
-0.748558583

-0.6780387
-1.049332882
-1.608713022

1.347139875

0.876039617

0.946254633

0.63808745
-1.05999346
-0.97566562
-0.74721901

0.51735263
-0.70590818

1.20939217

0.10531161
-0.76319011
-0.83615017
-0.58902784

0.70069654
-0.06713358

1.08315405
-0.81926624
-0.48600664
-0.66882737
-0.62149845

0.47632193
-0.87270478

0.50311256
-1.08853939

0.16946418
-1.12646969

1.29752725

1.00339627
-0.67372833
-1.47108417
-0.19457809

-0.7923183
-1.05101318
-0.39360324
-1.00177993

0.43655435

1.08181464

0.87474614

0.9069846
-0.55010595
-0.17170924
-0.60309296
-0.55678791
-0.15961922
-0.03250705

0.87191472
-0.38356035
-0.83615017
-0.51833003

0.097725
-0.40969657

0.27389226

0.03351153
-0.80404886
-0.67685701
-0.60669337

0.09963417
-0.49601915

0.22730012
-0.45217559
-0.79431546

0.31510042

0.32396458

0.14799456
-0.82400581
-0.12064446
-0.94697959
-0.67217799
-0.07207029
-0.77984399

0.36889267

0.44830384

0.03335951

0.1292701

-1.82426473
1.49873205
0.74590168
0.99625577
0.46434684
1.59079211

-1.29293619

-1.52535288
1.90627315
1.07424662
0.53575205

-0.42583865
2.62338093

-1.22520901
1.08494776
0.73646815
1.63025893
2.03840016

-1.62431108
1.90229755

-1.55960101
1.36230545
0.87748293
0.75008843

-0.85203584

-1.32609004
0.64171193
1.47200036
1.15285749
0.51709165
0.59203148
0.69974598
1.99460631

-1.08280166

-1.10295945

-1.82492295

-1.08374717
0.68694901
1.22375958
1.09984636

-1.50841702
0.97329738
-0.6581877

-0.87563097
0.47106192
0.99693392
1.37217824
-0.6918037

-0.16672486

-0.98772403
1.05726017
1.19554696
0.86995252
0.29672782

-0.68803516
0.25111644

-0.80058229
0.91763679
0.91081889
1.07406205

-0.81480591

-1.18393513
1.30976363
0.76787696
1.26906255

1.4144144
1.15840013
1.24012319
0.75491319
-1.2230612

-0.91750333
-0.6886083

-0.32904949
0.78604505
1.43187185
0.98319435

-1.09816647
0.40394242

-0.64408218

-0.36616648
0.48881912
1.42060751
1.04840368

-1.56455657

-0.05744571

-0.62347465
0.94512543
1.11414329
0.62936447
0.15905441

-0.36795944
0.95396602

-0.44886797
0.57276991
0.92970927
0.99686521
-1.1368448

-0.53682127
1.14070147
1.08699579
0.81183299
1.22003176
0.93323406

1.19934
0.70510409

-0.93005828

-0.95801798

-0.37955753
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IMAGE:1156220
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IMAGE:309993
IMAGE:462019
IMAGE:711857
IMAGE:2504022
IMAGE:123405
IMAGE:345925
IMAGE:1020434
IMAGE:432047
IMAGE:2028590
IMAGE:841221
IMAGE:824530
IMAGE:564608
IMAGE:785540
IMAGE:1575061
IMAGE:1646628
IMAGE:233987
IMAGE:2455026
IMAGE:128143
IMAGE:1914863
IMAGE:1557243
IMAGE:855451
IMAGE:592777
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GPR160 Hs.231
CDSN Hs.55603
TMEM109 Hs.13
FGL2 Hs.520984
LUM Hs.406475
ZDHHC14 Hs.14
LAS1L Hs.52267
FBXWS8 Hs.4354
HIP1 Hs.329266

AA679634::Al
Hs.535041 Tran
ABR Hs.159306
Hs.634742 Tran
FGFR1 Hs.2648¢
GBAS Hs.59106
KCTD5 Hs.6196
KRT5 Hs.433841
Hs.584100 Tran
ABCC11 Hs.642
GCGR Hs.208 G
ASL Hs.632015
ARTS-1 Hs.4361
TMEM163 Hs.36
CAPNS2 Hs.460
GALT Hs.52209(
STXBP5 Hs.935]
C130rf24 Hs.44
SCTR Hs.42091
PON1 Hs.37099
DYSF Hs.25218(
FPRL2 Hs.44546
ZNF521 Hs.1164
FER1L4 Hs.7222
ZNF347 Hs.467]

T99639 82991

C100rf128 Hs.3

-1.280449938
0.878234594
0.93236514
0.600399409
0.881243998
0.872116718
1.185823205
-0.713199505
0.711885742
-0.769686847
-0.374861263
0.616979149
-0.796308849
0.684259457
-0.830000825
1.256522923
1.164262934
-0.923711589
-0.689820449
0.825994038
1.114991613
0.268765676
-1.168310105
1.298155741
0.225076892
1.047839559
-0.889767771
0.829824335
-0.918090677
0.27004105
0.744525286
-0.829986049
-1.027563142
-0.528420306
1.109475292
0.670664994

0.06776284
0.26714116
0.56686143
0.54230855
0.73412574
0.66544641
0.9115886
-1.3572151
0.71188574
-1.1524688
-0.89907034
0.73343451
-0.66922925
0.26323609
-0.76475993
0.5761651
0.6238234
-1.00766396
-1.34360423
0.80076886
0.47717861
1.36438013
-0.64574612
-0.75371652
1.11629983
0.70301665
-0.63275668
0.73718285
-1.07974599
1.29706402
0.86524578
-1.11542828
-0.45665032
-1.43192724
1.06144065
0.79376468

-0.63027287
0.77826193
0.61245893
0.78647458

0.4284467
0.54060067
0.18945579
0.20903082

0.8596052
0.27830418

-0.42457074

0.7237299
-0.3166482
1.47940739

-0.53061761
0.12552809
0.24774894

-0.13342097

-0.12837302
0.15500436
1.09136891
0.56260251

-0.33163662
0.96177074
0.75024631

-0.41951541

-0.66677286

-0.18090142

-0.31188326
0.43391575
0.34972455

-0.10577834

-0.54533018
0.13538071
0.21324999
0.87761688

1.08519657
-1.09709971
-1.47199786
-1.39377685
-0.77342774
-1.80342026
-1.28036475

0.90771874
-1.98479722

1.16587086

2.3893813
-2.08502778

1.77967891
-1.06032282

0.47294441
-1.44429754
-1.66902484

1.49553959

1.44413718

0.59203053
-1.95477873
-1.28511333

1.57515084
-0.50333471
-1.70235575

0.14312661

1.44765629

0.93338171

1.53358531
-1.87856958
-0.89976984

1.27015514

0.71748842

0.52526503
-1.09011105
-1.73149672

0.63433321
-0.71973189
-1.09907551
-0.82983446
-1.03905792
-0.86075058
-1.12373777

1.11126089
-0.55398796

0.76731887

0.12809418
-0.36003278

0.60022138
-1.02834637

1.28362293
-0.56243374
-0.87176486

0.77518557

0.93406353
-1.20053354
-1.17522951
-1.29375391

1.05401462
-0.69355242
-0.71114194
-1.27276636

1.04027212
-1.52377202

1.28244224
-0.96098348
-0.87424714

0.78803448

1.3260757

1.44984501
-1.49988027
-1.11046637

0.88734197
-0.87405944
-0.44334015
-0.47354385
-1.14612732
-0.31792468
-0.97883492

0.82535375
-0.67137855

0.60216351
-0.07586465
-0.48522229

0.2142171
-1.18183337

1.29884581
-0.89921086
-0.45102598

0.79311438

0.83240258
-2.02539679
-0.62245824
-0.57410461

0.50646465
-0.82198513
-0.53637529

-0.9722503

0.62932435

-1.5339937

0.57058153
-0.05349925
-1.07779531

0.9921548
0.86441878
0.7961854
-0.93294507
-0.45170252
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IMAGE:2018501
IMAGE:435714
IMAGE:435835
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IMAGE:1191176
IMAGE:857249
IMAGE:1115508
IMAGE:2018680
IMAGE:283686
IMAGE:504543
IMAGE:795260
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HIG2 Hs.43321]
ITCH Hs.632272
AA229894::Al
LYPLAL1 Hs.591
CD47 Hs.44641
RGS18 Hs.4408
GNPAT Hs.4980
W81196::W8]
CLIC2 Hs.63283
MLN Hs.2813 M
RGS6 Hs.50987
VAPA Hs.16519]
CIP29 Hs.50567
CSF2RB Hs.592
ANKRD39 Hs.63
C21orf51 Hs.30
Hs.596757 Tran
SPTLC2 Hs.435€
IL1R2 Hs.25333
TNRCG6A Hs.407
R94923::R95(
DSCR1L1 Hs.44
MOSPD3 Hs.521
AA699972 14]
SCAND2 Hs.513
ITGB1BP1 Hs.46
EIF4A1 Hs.1296
PLEC1 Hs.43424
LOC401101 Hs.}
HIP2 Hs.50308
Hs.586700 CDN
TEAD3 Hs.4852
Hs.634293 CDN
TEAD1 Hs.5681¢
AI049745::Al

Hs.633963 Trar

-0.848862507
-1.134170683
-1.40779987
-0.983680257
0.658688626
0.841982866
-1.184622389
0.684632438
0.577596605
0.774994649
0.723983565
-0.2269284
0.46083207
0.56733342
0.931757201
-0.767316997
-0.986650182
-1.136257359
0.970296488
-0.883772925
-0.687633717
-1.329672892
0.790170704
-0.977484245
-1.181330052
1.193432952
1.215990887
0.688895097
-0.809984767
1.102245676
-0.575906434
1.176868134
-0.712615022
1.614975397
-1.078325042
-0.759350119

-0.57727625
-0.27488783
-0.92824645
-0.60254911
1.01400985
1.09858604
-0.25557171
0.80151107
1.12631563
0.90502819
0.81540979
-0.99091898
1.20154365
0.95501041
0.99023944
-1.07782157
-0.69832756
-0.98500129
0.72475105
-0.96033044
-0.47419902
-0.51726615
0.5188273
-0.63676792
-0.86215342
0.40551905
0.61245935
-0.27983503
-0.52580998
0.99317202
-1.28531176
-0.37293498
-1.39897591
0.25969226
-0.61011342
-0.84463567

-0.56684734
-0.78646088
0.0568127
-0.26629006
0.23427717
-0.18164998
-0.42465296
0.73054905
0.3352457
0.57827724
0.39891256
-1.01830646
0.53532649
0.3844411
0.60382348
0.21241626
-0.90366953
-0.35498688
0.18773407
-0.37645179
-0.2699448
0.22587564
1.1345681
-0.23930892
-0.25627779
0.40963527
0.01867428
1.32675302
-0.52248873
-0.05767471
0.02336744
0.74257192
-0.08738932
0.31462004
-0.25239421
-0.57965382

0.68136309
1.16251255
1.72046009
1.70444428
-1.1755338
-0.55495415
0.33934932
-1.24115179
-0.83617144
-0.63989412
-1.75417491
0.77294485
-1.20619226
-1.34961525
-1.69247067
1.66155937
1.95599858
1.50842212
-0.83912332
0.41591851
2.0933569
1.25368345
-1.38501195
1.38978711
1.30600782
-0.78458426
-1.50683604
-1.78313611
2.05679111
-1.27330057
0.83967966
-1.92029822
1.17360847
-1.03499121
1.45108812
1.17932931

1.11774788
1.07858259
0.83090864
0.66454766
-0.91644541
-1.10194659
1.29635261
-1.45403787
-1.04684035
-1.68097899
-0.52500018
1.25672103
-1.07286417
-0.72078038
-1.12714239
0.48177246
0.81466295
1.17302823
-1.0744377
1.35757595
0.09064246
0.77303644
-1.23629489
0.92300488
1.28227956
-1.35056508
-0.71962099
-0.3632166
0.27744911
-0.89465917
1.03191362
-0.02606731
1.01569471
-1.12454737
0.99427103
0.85622025

1.04865634
0.85556872
0.88168488
0.34321468
-0.70991495
-1.02689016
1.05540542
-0.44721192
-1.0919137
-0.92200771
-0.52855564
1.06998826
-0.88366527
-0.69367149
-0.81816125
0.3588557
0.88639199
0.94417122
-0.86367787
1.46322532
-0.10381925
0.46134413
-0.7604003
0.40772241
0.79728507
-0.77532275
-0.53956116
-0.12567866
0.32256281
-0.90307343
0.89102473
-0.18774912
1.08731988
-1.04573795
0.4027913
1.09499639
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*mitoch. cont. IMA(

IMAGE:308275
IMAGE:809456
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MAN2C1 Hs.598
AA206914::A/4
DAD1 Hs.82890
AKR1C2 Hs.460
KLRK1 Hs.3877¢
LOC644450 Hs.!
FOSL2 Hs.22097
Hs.602361 Tran
NDP Hs.522615
KRT17 Hs.2785
DDX49 Hs.1431
Hs.633162 Tran
CHMP4A Hs.279
METTL7B Hs.514
TACC1 Hs.27924
C14o0rf8 Hs.406
AA680243::Al
ZNF10 Hs.5073}
AA866057 24]
SHANK?2 Hs.268
AA928058 83]
SLC1A3 Hs.481¢4
R38110::T77(
EPHAS Hs.4798]
SRGAP2 Hs.497
ERBB4 Hs.3907]
MLSTD1 Hs.298
C18orf24 Hs.13(
CILP Hs.442180
ITGBL1 Hs.6434
DCUN1D4 Hs.22
ZNF704 Hs.632(
144076
Hs.597449 **Tj
IRF7 Hs.166120

FCGR2B Hs.352

0.479843414
-0.580518701
-0.905854407
-0.391748086

0.449252603
-0.254020459

0.909958222
-0.945500741

1.151886078
-0.744091875

0.734981376
-0.921257418

0.498823799

0.525464152

0.761375442

1.793736272
-0.800943255

0.335749551
-0.543291438
-0.925264864
-1.215212352

-1.41914443

0.964672735

1.383334534

0.86716374

1.271397041
-0.899962247

-0.03601476

1.136366395
-0.403930708
-0.483641956

-0.59763977
-0.773765796
-0.894628004

0.940904156

1.081810547

1.23761315
-0.77155576
-0.7003241
-1.1997913
1.07788072
-0.40480971
1.0760103
-0.86771656
0.58053546
-0.73003806
0.59386962
-0.5265464
1.14591665
0.92588937
0.52408516
-0.88363096
-0.7901609
0.70895966
-0.98991728
-0.76269111
-1.00039455
-0.78259432
0.60219133
0.79531786
0.31295319
0.36490359
-0.96241102
1.55165607
-0.80294703
-0.76331235
-1.47027335
-0.21121066
-0.85961337
-1.09411733
0.62703399
0.39445775

0.7672346
-0.42006727
-0.49096997
-0.48371478

0.19480045
-0.51147914
-0.15900202
-0.61282379

0.44276297
-0.52942678

0.89678952
-0.79578086

0.64273725

0.66434581

0.59813703

0.39783769
-0.57235728

1.00482984
-0.53517097
-0.42411358

0.17632961

0.25207304

0.69788642

0.32992284

1.06339533

0.42195016

-0.3347116

0.13361718

0.81739787
-0.64896832
-0.10119515
-0.63231312

-0.3125231
-0.30723615

0.50809371

0.44283589

-2.36474
2.12716081
1.93882845
1.07533125
0.03865935

2.0918344
-0.18157473
0.76964041
-1.01404605
0.60934537
-1.80902834
1.50579984
-1.60215728
-2.00811236
-1.69841671
-0.20420318
1.3938056
-1.90283663
0.85212431
1.35129789
0.41956601
1.13735529
-1.66927826
-2.23711361
-1.38806267
-0.974714
0.78570867
-0.79778133
-0.37559391
1.86043068
0.88857245
2.14986059
0.83486478
0.95249428
-1.37165821
-1.15831292

-0.43242716
0.45380173
0.53767167
0.96870956
-1.3070612
-0.12574987
-0.79648632
0.94615066
-1.12142755
0.79121823
-0.84946842
0.89269937
-1.05083417
-0.64717349
-0.5835848
-0.67284432
0.77921123
-0.73599297
1.05658614
0.91187751
1.37841421
1.15193834
-0.98475226
-1.42709064
-0.85779949
-1.25091123
1.34635372
-0.92623196
-0.448675
-0.25164338
1.26225243
0.20853964
0.95811182
1.41072424
-0.98807582
-0.75236763

-0.73806095
-0.02776676
0.54648011
0.94791175
-1.26579869
-0.33849036
-1.80213921
1.77006462
-1.0166124
1.47241478
-0.45576663
0.76793261
-0.61754079
-0.35217669
-0.39386068
-0.98540759
0.929086
-0.18427152
1.06006634
0.79890053
1.30501813
0.69822321
-0.56862361
-0.01617789
-0.85355739
-0.75626341
1.07988702
-0.71647015
-0.69760748
0.95328768
0.90654202
-0.35473319
1.04774603
1.00394466
-0.62729032
-0.85726677
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AA777417 934
ARHGDIA Hs.15
BCL2L13 Hs.631

Hs.130643 Full
MECR Hs.18364
GRKS5 Hs.52462
POU6F1 Hs.594

AA225452:: A/
LRRC16 Hs.1454

AI095492 161
PDE4DIP Hs.584
EFNB2 Hs.1492]

Hs.543417 Trar
FBXO045 Hs.518

AA229499:: A/

ARHGEF18 Hs.4
Hs.341780 Trar

AA773755 28

AA640825::A]
LOC441212 Hs.
COMMDS5 Hs.63
CISH Hs.8257 C
MMP19 Hs.5910

Hs.146317 Trar
NPLOC4 Hs.464
FAM3C Hs.4340
PKP1 Hs.49735(
NUP214 Hs.461
PEPD Hs.36473
SELP Hs.73800
RPL22L1 Hs.38(
AMDHD1 Hs.424

AA570243::A]

Hs.642841 **(
YPEL1 Hs.51743

AA877935::A]

-0.537614275
0.673816792
0.762034168

-0.301915174

-1.026613181

-0.769470198

-1.184948439

-1.190714907
0.519845722

-1.125785595
0.411718105

-0.392096996
0.736014272
1.079816029

-1.397229579
0.720994703

-1.188398387

-0.607161284

-0.683707619

-0.818050163
0.828159233
0.203673688
0.559490977

-1.296885491

-1.037659254
-0.69074284
0.980527795

0.94407733
1.257136689
0.388786066
1.021567103
0.982001382

-0.972700607
-0.69105432

1.01680224

-0.903197684

-0.59517251
0.69988355
1.03260807

-1.09558722

-0.50596445

-0.28269079

-0.72913909

-0.42242417
0.95695548

-0.96058791

1.6481766

-1.11088885
1.21516002
0.57848742

-0.86323834
0.88659059

-0.99478603

-0.72050084

-0.65551362

-0.91293059
1.21443375
1.16379709
0.87266328

-0.47508935

-0.51183158

-0.49674175
0.15057803
0.60764196
0.49221404
1.07679934
0.83297235
0.40824299

-0.53922304

-0.91772594
0.66149791

-0.80326127

-0.5391699
0.64045134
0.6007509
-0.85225261
-0.32257177
-0.66899893
-0.05931174
-0.1770055
0.62025113
-0.22545822
0.29243623
-0.37172943
0.28949121
0.70657557
-0.81073292
0.72572601
0.09276226
-0.72201203
-0.76400699
-0.35369421
0.5915661
0.44853056
0.57405713
-0.57156107
-0.71955524
-0.84647522
0.87072899
0.82686759
0.29517497
0.50517929
0.21165099
0.73488819
-0.48213559
-0.66824695
0.70341584
-0.30183029

1.95341269
-2.14738879
-1.23198939

0.85654076

0.34533507

2.03162542

1.33772757

1.31668201
-1.76026591

0.9931697
-0.87819903

0.43068798
-1.03707986
-1.52840512

1.47101837
-1.97200841

1.40337964

1.775425
1.58127

2.05989635
-1.85041308
-1.32884075

-1.1990079

0.63344219

1.25751337

0.50289535
-1.39726213
-1.55395533
-1.24300315
-0.88382294
-1.21090882
-0.79664962

1.51419723

0.60190864
-1.06686801

1.2837424

0.4600099
-0.58703245
-1.31156995

1.22957389
1.24675675
0.4519567
0.96537436
0.80236158
-0.84493211

1.5064625

-1.45678887

1.09276855
-1.28939597
-0.89761037
0.77280806
-0.7743953
0.90344487
0.70436624
0.44637221
0.60320278
-0.63123416
-0.55921802
-0.72560791
1.24085674
1.12062434
1.33603701
-0.87749398
-1.24465184
-0.72359744
-0.89891095
-1.04314049
-0.86270089
0.82107891
1.18377702
-1.18663351
0.88296502

-0.04028003
-0.12669345
-0.89934265
1.0754547
1.10998933
-0.06909198
0.64216904
0.52192189
-0.3853177
0.91175084
-1.12039943
1.19568403
-0.96214962
-0.94465914
2.16029159
-0.57213175
0.8519993
0.41421698
0.93619838
0.37548976
-1.32169985
-0.7238106
-0.94118698
1.49811466
0.84554259
1.00038855
-0.51031387
-0.56255625
-1.02639422
-1.04711832
-0.7923236
-1.34462629
0.53527883
1.46279342
-1.14321851
0.77026886
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IMAGE:340903
IMAGE:1555604
IMAGE:79000
IMAGE:277621
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IMAGE:2455836
IMAGE:452395
IMAGE:1020181
IMAGE:812161
IMAGE:489563
IMAGE:192242
IMAGE:214635
IMAGE:2244016
IMAGE:241447
IMAGE:949971
IMAGE:754093
IMAGE:430465
IMAGE:124597
IMAGE:502153
IMAGE:1879640
IMAGE:234856
IMAGE:360878
IMAGE:795901
IMAGE:727207
IMAGE:1627623
IMAGE:1687041
IMAGE:1384997
IMAGE:128679
IMAGE:143523
IMAGE:561918

ETFA Hs.39925
YWHAZ Hs.4924
PVRL1 Hs.33484
ZNF182 Hs.189¢
KIAA1641 Hs.54
HMBOX1 Hs.591
PPARA Hs.1031]
AA975065::A]
MOSC1 Hs.4978
CCDC82 Hs.525
VIT Hs.137415
ADAMDEC1 Hs.j
LGR4 Hs.50217¢
PRSS12 Hs.445¢§
PARD6G Hs.352
ARHGDIA Hs.15
RPS19 Hs.43841
RORA Hs.56949
SEZ6L Hs.1947¢
WHDC1L1 Hs.55
ATF4 Hs.496487
NID2 Hs.36984(
CCL19 Hs.50004
R02373::R024
MARCH9 Hs.632
IGSF10 Hs.6435
VHL Hs.517792
PRKAG1 Hs.530
Hs.642795 CDN
Hs.599366 Trar
STK32C Hs.469
GIPC1 Hs.63163
AA848149::A]
C1QTNF6 Hs.22
COL5A1 Hs.210

EIF2B4 Hs.1694

-0.922348596
1.276676796
1.03862386
-1.392643096
-0.844392497
-0.964976652
-0.893680442
-0.598621124
-1.020502843
-1.152851075
0.320225507
0.704636718
-0.574464503
0.894173971
1.120007197
0.468748459
0.508548253
-0.861460991
0.706628869
-0.903946336
1.231943524
0.132253973
0.65339016
-1.23728453
0.370109857
0.08075978
0.516654456
-0.88264872
-0.783802212
0.339520964
0.755441355
-0.660536525
-1.114271896
0.473501125
0.935037772
1.393147601

-0.28991877
0.10886767
0.19592402

-0.68391197
0.09291608

-0.73431123

-1.28669639

-0.94072521
-0.4970185

-0.55181978

-1.01553697

0.1812163

-0.70101772
0.87974191
0.05246976
0.42094294
0.66273949

-1.07971069
1.06578367

-0.66498064
0.58279211
1.65137915
0.56376681

-0.31999307
0.82939338
0.55782289
0.76304819
-0.5189296

-1.187425
1.26545959
1.11845377

-0.85223428

-0.46004959
0.85507879
0.33157496
0.90178174

-0.91990048
0.51177643
0.70440053

-0.44136842

-1.07082475

-0.23200797

-0.291056
-0.5284308

-0.58116138

-0.45851282
1.64601961
1.11283881

-0.56442923
0.28802743
0.80345724
0.90951538
0.87729495
0.60402153
0.41930503

-0.55027711
0.36815334

-0.13347679
0.70220628

-0.45878326
1.14062552
1.29698217
0.75856831

-0.65586941

-0.26335021
0.55028223
0.46389701

-0.46565266

-0.48353449
0.84126304
0.93353849
0.18478067

0.39412548
-1.62906779
-1.96724362

0.54967394

1.61360685

1.67966101

1.32904306

1.07400241

0.92618448

1.0020878

-0.2674103

-1.47414193

1.259828
-0.73670899
-1.45550875
-2.19330208
-1.60534794

0.14341036
-1.51677342

1.65059695
-1.64133675
-0.72099574
-1.31279357

0.67486934
-1.58508713
-0.73161811
-1.76752749

1.60481499

1.19548219
-0.85251478
-1.55507595

1.89999017

1.13239461
-0.98488211
-1.14348868
-0.90133443

1.09795867
-0.6645919
-0.52465576
1.70726813
0.4293729
0.80731428
1.5528438
1.08137534
1.10261958
1.28342719
-0.45880313
-0.88652844
0.14173217
-1.26738788
-0.62592955
-0.23464152
-0.78354147
0.99093331
-0.81010949
1.0200301
-0.80895711
-0.63464486
-0.48949823
1.46633235
-1.17173196
-0.87468895
-0.50755952
0.64136637
1.0230484
-1.03182353
-0.72978991
0.55727144
0.81283217
-0.9947505
-1.0155808
-1.09001892

1.4761925
-0.42437755
-0.2404231
1.40960105
0.42276582
0.3519665
0.75249837
0.81418026
0.97392968
0.84463231
-0.28834389
-0.35915767
1.21719971
-1.01681123
-0.68159868
-0.04348772
-0.46466088
1.02238694
-0.85586719
0.37060979
-0.73200126
-1.15296309
-0.90120151
0.76819378
-0.46821766
-0.97279467
-0.59267735
0.6760229
1.067498
-1.21098531
-1.10584809
0.39396043
1.02067357
-1.06481605
-0.90777273
-1.68201651
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*mitoch. cont. IMA(
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IMAGE:356949

RPS3A Hs.3565]
PLXNC1 Hs.584¢
C4orf12 Hs.467
NRBP1 Hs.5158
SLC43A1 Hs.59]
Hs.599739 **T
RANGAP1 Hs.18
Hs.102746 Trarn
Hs.129636 Trarn
Hs.536967 Tran
CCDC55 Hs.462
TCF12 Hs.5115(
GCNT3 Hs.1947
SC4MOL Hs.105
PLCB4 Hs.4721(
CCDC12 Hs.631
ADRM1 Hs.9010
0S9 Hs.527861
AA465395::A/4
VAV2 Hs.36992]
C170rf27 Hs.19
SCARAS Hs.591
ZMYM5 Hs.5309
DKFZp547E087
146407

SRXN1 Hs.5168
ATG16L1 Hs.524
FAM82C Hs.511
PSEN2 Hs.2536]
Hs.634940 Tran
TAF5L Hs.27062
ALDH6A1 Hs.29
CBR1 Hs.88778
JARID1A Hs.762
TFE3 Hs.274184

RPH3AL Hs.461§

-0.063205533
0.509301107
-0.506053615
1.055139746
0.073577702
-0.177883181
0.788468371
-1.145866056
-0.651188328
-0.913974134
-0.895991406
-0.891885619
-0.261790956
-0.887448162
-1.04733314
1.050849832
0.911521319
1.197666884
-0.794943894
1.170904037
0.443132969
0.643833779
-0.798211486
-1.005606026
-0.931236275
-0.677614086
0.02163613
-1.013032777
0.771067514
-0.743875653
0.959128409
-0.985416717
1.17190796
1.29478243
1.205342407
-0.336407987

0.30580631
0.92331494
-1.50482386
0.31239229
0.4007482
-0.86817182
0.65976213
-0.28857716
-1.10935929
-1.03303815
-0.67446062
-0.81616476
1.42408327
-0.6814032
-0.51118731
0.11425704
0.80179333
0.43330117
-0.77677723
0.71247425
1.50011979
-0.52363386
-1.00754225
-0.42077599
-0.81344132
-0.66447749
-0.61436289
-0.62540209
0.58204386
-0.98557898
0.52921519
-0.72392705
0.29202474
0.68636541
0.2747053
-1.12301646

1.52402933
0.81888206
-0.10245848
0.6987638
1.28899731
0.09121239
0.60460232
-0.65408437
-0.41531513
0.02172892
-0.48889931
-0.51748804
0.49859046
-0.54025709
-0.76379448
1.01076492
0.61977396
0.51466913
-0.65705888
0.32379256
-0.3191227
1.32494154
-0.49456157
-0.62831567
-0.1845975
-0.80666187
-0.84203986
-0.13507155
1.10050874
-0.37053697
1.09008659
-0.50192766
0.60944293
0.2499432
0.66096974
-0.86151238

-1.3104353
-1.41501827
0.86642985
-1.43467114
-1.72153539
2.10416427
-1.94929721
1.30884088
0.97387922
1.15738948
1.41400569
1.28448812
-0.05194379
1.36574746
1.54910768
-1.42151812
-2.03402975
-1.13659368
1.61849806
-1.04776668
-1.76937333
-0.64646194
1.06459173
1.09929475
0.63679576
0.38896194
2.30455196
-0.18168748
-1.36949032
1.27281326
-1.59654033
0.28814468
-1.47853393
-1.47439254
-1.67462919
0.69572085

-0.44386242
-0.96287715
0.93293547
-0.7886951
0.06097976
-0.35948091
-0.57374927
1.20001524
0.95516754
1.11203176
0.80489359
1.05435079
-1.0910412
1.03380584
0.69849171
-1.04506847
-0.8625221
-1.0050899
0.9390322
-1.19313909
-0.27577988
-0.56416385
1.16588858
0.77282713
1.01328655
1.30466025
-0.33297341
1.60525657
-0.85912646
0.88724996
-0.84353079
1.41601898
-0.96431646
-1.17603419
-0.77251161
1.28921458

-0.5146401
-0.79463122
1.34502399
-0.70138657
-0.66217987
-0.28961634
-0.40505217
0.46041416
1.23091858
0.62393602
0.74790288
0.8700967
-1.22369155
0.62904511
1.0449244
-0.54452986
-0.44813757
-0.94810493
0.62137502
-0.98890236
-0.47082255
-0.62585101
1.09635226
1.05284575
1.19768096
1.32784249
-0.02993858
1.20292265
-1.1766862
0.89728995
-1.15505252
1.48726157
-0.51485231
-0.63372402
-0.59914293
1.28109171
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IMAGE:491180
IMAGE:151184
IMAGE:258120
IMAGE:788668
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IMAGE:1856212
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IMAGE:1836821

FCHO2 Hs.1657
C1QC Hs.46775
LOC646324 Hs.
MGC40579 Hs.1
MRPS25 Hs.555
Clorf150 Hs.38
Hs.597217 Tran
LOC94431 Hs.6]
CAPZB Hs.4327
WDR66 Hs.6206€
Hs.543584 Tran
PEX1 Hs.16468
ABCB11 Hs.158

T91080 11517
Hs.434889 Trar
C22orf5 Hs.182
RNF14 Hs.4836
PLA2G12A Hs. 3¢
TOPBP1 Hs.534]
PAXIP1 Hs.4438
ACO1 Hs.64274
CHPT1 Hs.2930]
COX7B Hs.5226
LOC441124 Hs.!
EIF4EBP2 Hs.59
LOC643338 Hs.f
ECE1 Hs.19508(
Clorf106 Hs.51

AI240278 219
Hs.560366 Trari
Hs.137567 Clor
TFPI Hs.516578
HSMPP8 Hs.269
RHOH Hs.16067
ABI3BP Hs.477(
CD300LG Hs.14

-0.843590695
1.071020147
-0.902827209
-0.724869528
-1.110970526
0.821676709
0.712941049
-0.890588362
0.287066342
-0.983668877
-0.920958029
-0.693919015
-0.797940757
0.296607304
-0.398826232
0.577731692
-0.99259081
-0.534452555
-1.20549424
-1.235089907
-1.093719445
-1.1090235
0.215550865
-0.787921137
1.561297421
0.940982227
0.862964499
0.977260737
-0.978917294
0.665392928
-1.447298771
0.361380123
-1.079934115
0.377493966
-0.621012477
-0.366857005

-1.19407967
0.76679107
-1.018319
-0.80889207
-0.7572242
0.26084565
0.32123567
-0.88832723
0.86436229
-0.55476291
-0.61235044
-1.23567544
-0.79532901
1.15224102
-1.4530775
1.15536124
-0.80822174
-1.20426131
-0.37460694
-0.48000731
-0.22018792
-0.58045831
1.45798585
-0.65129649
-0.08964587
0.40221928
0.78985141
-0.03308836
-1.04361722
0.78801039
-0.46753629
1.11277034
-0.94297374
1.39836514
-0.81153103
-1.03142438

-0.55819253
0.17067844
0.00213347

-0.48893422

-0.33365951
0.98524644
1.50445606

-0.37912108
1.02727046

-0.56721502

-0.21305
0.06537861

-0.39531439
0.47197497

-0.52637762
0.93171493

-0.42309523
-0.0305012

-0.42065611

-0.49347376

-0.43703444

-0.41282764

-0.53837562

-0.94883461
1.40327856
0.70178276
0.96177364

1.0738092
0.06232016
0.47948904

-0.07626238
0.56605746

-0.22834982

-0.26105661

-0.24464307
-0.2624067

1.93653789
-1.60244799
1.47774734
1.50175191
1.05642393
-0.60286298
-0.72117338
0.73674585
-1.28408808
2.33101328
2.37075133
0.80467486
1.64772192
-0.68553756
1.09024945
-1.6020793
0.53178292
0.1219999
1.83850644
1.12466343
0.32445241
1.06809876
-0.42641538
0.78402132
-1.50297126
-1.11971555
-1.58490421
-1.14361994
1.17623719
-1.0095467
1.42914293
-0.7124959
1.32115254
-0.728257
2.06906785
0.2727672

0.48451216
-0.75589751
0.67342951
0.91983577
1.191697
-0.90658647
-1.22768896
1.5466821
-1.10022327
0.10001047
0.26403215
1.01871477
0.51582496
-0.91334359
1.00456442
-1.11331584
1.19243876
1.17541087
0.45477876
1.2328759
1.14462279
0.99447718
-0.64136202
1.20148551
-2.01341597
-0.95131687
-1.43583869
-0.95855378
0.8807742
-0.952729
0.91024922
-1.15109019
1.15754563
-0.7716368
0.08557322
1.30846374

1.33319616
-0.61171938
0.72787564
0.4902225
0.97124554
-1.34589214
-1.48297281
0.8588468
-0.62691968
0.58564271
-0.06850828
0.98927878
0.72050076
-1.16436005
1.34101375
-1.04888792
1.50586618
1.34878654
0.60268671
0.83194869
1.0480789
0.98768134
-0.76955816
1.35936288
-0.4451883
-0.82099829
-0.66069802
-0.65634634
0.89889018
-0.81719057
0.62818842
-1.05521144
0.84110088
-0.83757409
0.29997804
0.8441995
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KIF1C Hs.43512
Hs.592971 Tran
EPHB6 Hs.3800¢
CDC34 Hs.5149
Hs.25766 **C[
Hs.633382 **(
CLCN3 Hs.4811
TMEM56 Hs.483
PLEKHA5 Hs.18¢
POU3F1 Hs.183]
C12o0rf44 Hs.99
Cé6orf160 Hs.29
PCDHA6 Hs.199
MGC15523 Hs.3
FYN Hs.390567
ATP1A1 Hs.3718
GPR111 Hs.150

AA676696 135
LETMD1 Hs.288
Hs.547925 Tran
EIF4A1 Hs.1296
FAM51A1 Hs.59
BST1 Hs.16999¢
FSCN1 Hs.1184
USP46 Hs.3314]
OAS2 Hs.41433
RPS16 Hs.3976(
DLG1 Hs.29254
Hs.593232 Full
Hs.633129 CDN
CTDSP2 Hs.524

AA934093::Al
RBM25 Hs.5311
VISA Hs.5703672
Hs.634840 Tran

WNT7A Hs.7229

1.183947925
0.468732542
0.778980502
0.799099267
0.666312772
-0.872469064
0.840000302
-0.814639528
-0.370794019
0.731837461
1.035035619
-1.165958204
0.008052541
0.519233888
0.853843003
-0.549783593
-0.233281113
0.419375077
-0.798357874
-1.179160221
1.032477162
1.04755125
0.71115011
0.725541816
-0.753261296
1.075553328
0.884933074
-0.929727738
0.878185809
-1.18316359
1.002119667
-0.898888682
-0.415141727
0.438657551
-0.459866556
1.560967261

-0.13050288
0.58061477
-0.46512242
0.56510311
0.32334291
-1.02736226
1.24150568
-0.44498502
-1.36142197
-0.23841231
0.4562347
-0.79874166
-0.46407287
0.77869526
0.74226289
-0.75393806
-1.44895457
0.69878869
-0.52886255
-0.99079382
0.92924775
0.3739499
0.48717615
0.95734682
-0.88800086
0.50450255
0.60054468
-0.51045365
0.73484401
-0.92276434
0.29752993
-0.38434764
-0.37876922
0.70846933
-0.69970684
0.16653805

1.04425721
1.24027242
1.25187708
0.73922378
0.99107559
-0.27118627
-0.17682417
-0.94324459
-0.10054598
0.7716626
0.46789399
-0.1684446
-0.3970821
0.84760139
0.65122473
-0.29902865
0.23194244
0.99224151
-0.93270569
-0.10871944
-0.46700375
0.68163361
1.0830314
0.09392929
-0.25831795
0.25786769
0.42766647
-0.64546658
0.74275253
-0.06936497
0.81645075
-0.39473287
-1.21112544
0.51963947
-1.11459396
0.16084651

-1.09984972
-0.88437118
-1.3839371
-1.48184715
-0.78927145
1.81579945
-0.64284857
1.82712285
1.47872603
-1.67787643
-1.57518999
1.58350717
2.25793976
-2.0495324
-0.81448972
2.14483347
0.71775689
-1.78213011
1.11284262
0.83538594
-0.9771045
-1.62664611
-1.2008691
-1.5503473
1.90627321
-1.10806537
-1.71703365
1.29331465
-1.33545636
0.6279428
-1.76077666
1.81118484
0.47689413
-2.04856186
1.77132739
-0.25918972

-1.15077863
-1.34756362
-0.54880724
-0.7437269
-1.05245318
0.80306375
-0.98370487
0.83961967
0.59287951
0.00297881
-1.106736
1.02446108
-0.53760647
-0.40993555
-1.58481266
0.28747163
0.77322636
-0.84453375
1.04952435
1.54663149
-0.70457886
-0.80528704
-0.86490816
-0.73277778
0.40392703
-0.98453696
-0.8133521
0.99253832
-1.00181598
1.36142535
-0.71817427
0.53401109
1.13590662
-0.3041884
0.63003946
-1.37837161

-0.63486073
-0.8924267
-0.10288914
-0.74475924
-0.88160338
0.56986662
-1.27467533
0.40175005
0.65240094
-0.02981837
-0.13984698
0.5496373
-0.53995017
-0.54692751
-0.80888738
-0.10293681
0.74244222
-0.29088367
0.99434579
1.00881294
-0.67714933
-0.5523606
-1.08550138
-0.35861949
0.47459044
-0.59981611
-0.23241397
0.68125233
-1.01071305
1.25622997
-0.4910869
0.07307463
1.09197246
-0.01748939
0.73123569
-1.15475477
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IMAGE:2577230
IMAGE:811053
IMAGE:433257
IMAGE:280518
IMAGE:1055760
IMAGE:1470657
IMAGE:197300
IMAGE:192477
IMAGE:1637328
IMAGE:770289
IMAGE:66815
IMAGE:796159
IMAGE:825223
IMAGE:143450
IMAGE:486036
IMAGE:50649
IMAGE:856646
IMAGE:179500
IMAGE:2062341
IMAGE:263836
IMAGE:810117
IMAGE:429122
IMAGE:2490241
IMAGE:1492587
IMAGE:1623764
IMAGE:202769
IMAGE:85800
IMAGE:340630
IMAGE:1127964
IMAGE:450938
IMAGE:366540
IMAGE:1584573
IMAGE:448551
IMAGE:461661
IMAGE:936292

C200rf3 Hs.472
TNC Hs.143250
RNF187 Hs.356]
LOC653071 Hs.¢
Hs.595334 Tran

AA628230 75]
DIO2 Hs.202354
LOC646858 Hs.1
KNDC1 Hs.5306
CARHSP1 Hs.63
UBE2R2 Hs.111
PARP14 Hs.5837
TTC18 Hs.59136
HOP Hs.121443
Hs.590931 **F
SH3KBP1 Hs.44
PKN1 Hs.466044

AA669312::Al
NCF1 Hs.52094]
PHLDA2 Hs.154
Hs.514802 **Tj
ANXA11 Hs.530
MYO5C Hs.4870
HOXD9 Hs.2366
RAB37 Hs.5920
MGC39606 Hs.3

H53950::H53
SLC43A1 Hs.59]
MAP3K8 Hs.432
Hs.116530 Trarn
LETMD1 Hs.288
MAGI1 Hs.4766
Hs.346736 Trar

AA777753 62
LOC221442 Hs.]

Hs.105551 Tran

-1.154187843
0.817331846
0.698761096

-0.342757178

-0.858283574

-0.879026167
1.385686961

-0.857192514
0.748391803
0.216288217
1.127551036
0.478738308

-0.703478142
0.576409596
0.542385718
0.271860887

0.36223342

-0.894137541
1.018706864
1.509720735
1.097938371

-0.206437355
-1.00895292
0.827291358
0.408878098

-0.365315379

-0.468143913
0.318855627
0.952793375

-1.193996381

-1.061695498
0.948903835

-0.752611048
-0.84173467

-1.366636354

-0.632643708

-0.31344283
1.00241392
0.63357769

-0.37575184

-1.02232048

-0.73095179
0.24431531

-0.33504222
0.65186135
1.49344438
0.31442913
1.04892386
-1.1676748
0.49295076
0.58998204
1.21757154
1.05380631

-0.61695088
0.31876073
0.18163606
0.74815933
1.29789442

-0.37514577
0.20192841
0.90597133

-1.28132378

-0.55405094
0.51084997
0.97296746

-0.96111328

-0.65640076
0.38919088

-0.87596262
-0.7184228
-1.0765179

-1.17198572

-0.12681259
-0.41875198
1.32307326
-0.41791474
-0.21619626
0.0777156
-0.22502183
-0.84321948
0.32981681
0.09548861
0.68272552
0.33370725
0.04121482
0.95549819
1.03010807
0.90059542
0.82536417
-0.70032934
0.49772423
-0.12045644
0.12523965
0.78078037
-0.37127519
1.01679528
0.79043074
-0.44131015
-0.95495039
1.08569017
-0.36140438
-0.0026279
0.01946314
0.68014622
-0.60351654
-0.41248707
-0.09998545
-0.38757956

0.47829659
-0.67737113
-1.46840602

1.97384154

0.55079345

1.71726154
-0.07448888

1.6227303

0.67466149
-1.31606865
-1.62677985
-1.69985641

0.68245858
-0.85966202

-1.6415157
-1.70663101
-1.04255191

1.25477093
-0.26525682
-1.53388459
-1.14690715
-1.67081031

2.08097791
-0.50056263
-0.70012122

1.84218004

2.03103462
-1.68628527
-1.01374794

0.93771151

0.33955281
-0.93290395

1.82516871

0.58365301

1.40255177

1.22165831

0.96936237
-0.74898026
-0.77040041
-0.14089132

1.28092507

0.36192774
-1.04090388

0.55322615
-1.45285786
-0.90802417
-0.88062092
-0.55566627

1.15878417
-1.06204971
-0.72808621
-0.71754812
-1.20986793

1.03853864
-0.52773662
-0.55185014
-1.05155323
-0.62700604

0.25938712
-1.53967582
-1.14369856
-0.06574671

0.36300655
-0.26689854
-0.66790643

1.38101691

1.22654267
-1.07324495

0.6747812
1.39005732
1.1544331
1.2944745

0.9123028
-0.77982728
-1.41354332
-0.23279327

1.25943289
0.23863316
-1.04833337
0.66642
-1.73445437
-0.45986684
-0.50897638
-0.45310465
0.91396813
-0.87670154
-0.61658482
-0.93571378
-0.90334498
0.84873474
-1.83536325
-0.30072991
-0.72723574
-0.31534471
0.19987698
-0.77458531
-1.11649278
1.24516309
0.33293909
-0.64848729
-0.75523141
0.91722095
0.98671999
-0.85117595
0.69730627
0.88213471
1.23272833
0.67528577
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*mitoch. cont. IMA(
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IMAGE:1618835
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IMAGE:2017754
IMAGE:785459
IMAGE:392350
IMAGE:809567
IMAGE:1585400
IMAGE:435948
IMAGE:257003
IMAGE:856289
IMAGE:280390
IMAGE:768638
IMAGE:299332
IMAGE:22040
IMAGE:342814
IMAGE:783116
IMAGE:138304
IMAGE:1897302

PPFIBP2 Hs.160
146492
PSMD11 Hs.443
PTD004 Hs.157]
RNF150 Hs.480¢
FLJ36031 Hs.29
Clorf31 Hs.231
Hs.117067 Tran
C140rf138 Hs.5
Hs.597181 Tran
POGZ Hs.59147
AUP1 Hs.41148
Hs.31841 CDNA
Cllorfl7 Hs.13
H47383::H47
NTN4 Hs.20103
PARL Hs.478469
Hs.125341 Tran
Hs.541326 Tran
Hs.2868 Transc
DGCR14 Hs.517
SMTN Hs.14909
CCDC73 Hs.632
FLOT1 Hs.17998
AUH Hs.175905
AKR1B1 Hs.521
KLRK1 Hs.3877¢
CCNB2 Hs.1946
NHSL1 Hs.9229
SLC15A2 Hs.51¢
GREB1 Hs.4677
MMP9 Hs.29741
FL]J16636 Hs.49
Hs.634309 Tran
ITPR2 Hs.51223

STK17B Hs.882

0.787858881
-0.93778745
0.334507749
0.826585063
-0.858621905
0.780075923
-0.934607306
-1.033337435
-0.969228752
-0.606550359
-0.948173726
0.894872629
-0.816274015
0.062236793
-0.964447787
-0.814395242
0.531230987
1.005567054
-0.85423318
-0.568063579
1.061653837
1.009987377
-0.177961914
0.601419062
-0.569688777
0.811354298
0.023807489
0.459367074
-0.530076836
0.623881329
-1.181652426
0.375608855
-0.746385753
-0.681108254
-0.422487845
0.730144206

0.84390726
-0.50563522
0.31696829
1.06140022
-0.98515891
0.8498797
-0.57276805
-0.36482387
-0.34635491
-1.03775598
-0.94255245
0.79655981
-1.19588682
1.43874322
-0.7490794
-0.65762994
0.9703954
0.5945789
-0.42912832
-1.25542255
0.58480412
0.05453059
-1.5442123
0.86174773
-0.91474165
0.56589083
1.27787492
1.36356618
-1.31778281
0.95937742
-0.14793513
1.1452813
-0.85050856
-0.76129786
-0.9229646
1.11217566

0.46019141
-0.66786942
0.46500133
0.07744895
-0.13381797
0.26449076
-0.26890722
-0.74198526
-1.14151301
-0.87902232
-0.12409453
0.41641693
0.43012136
0.52038744
-0.3931548
-0.61644062
0.52650879
0.28816503
-0.73725482
-0.07468322
0.84675356
0.88429173
-0.16746453
0.68125319
-0.71398361
1.00345615
0.3241308
-0.2028258
-0.16324863
0.25888062
-0.68900352
0.1976623
-1.18690533
-0.62127447
-0.84670147
-0.1317597

-1.62804198
0.67800142
-2.12224446
-0.92591244
1.03629076
-1.05371753
1.81509759
1.78084275
1.09486913
1.12025108
0.09260569
-1.89803061
1.17850089
-0.77933253
1.12037489
0.94337419
-1.84568736
-0.54571844
0.84316045
1.41874119
-1.53463395
-1.58397164
0.93293166
-1.48533213
1.18753217
-1.20491468
-1.17136502
-1.00114717
1.03891118
-1.23095401
1.280055
-1.14212824
1.46942772
1.30558925
0.78759344
-0.67409987

-0.88432305
1.11369588
0.5507693
-1.01538838
0.22782478
-0.85152727
0.60398793
0.66862825
0.87800783
1.33390096
1.47543981
-0.84936058
1.14206483
-1.40338302
1.00206397
0.92124262
-0.73360974
-0.99329153
1.19731513
0.62490484
-1.12454319
-0.90878217
0.9885996
-1.16382623
1.02755311
-1.42102926
-0.91184651
-0.72689561
0.95252048
-0.69514177
0.75378145
-0.65744593
1.41107318
0.86197623
1.07953821
-0.789072

-0.51052346
1.20827346
0.01300944
-0.9874883
1.66882814
-0.87030208
0.17811153
0.57525254
1.42738979
1.11108536
1.42316193
-0.31027864
0.16002384
-0.71923878
0.93929542
1.11397173
-0.33127847
-1.22141525
0.80613519
0.78493718
-0.86895174
-0.20938781
0.87106072
-0.39715831
0.90403987
-0.69424393
-0.27447558
-0.75282485
0.98441859
-0.77239312
0.82179928
-0.72883894
0.99847224
0.77263678
1.20942385
-1.13560832
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IMAGE:231438
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IMAGE:1635288
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IMAGE:1896918
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IMAGE:1951711
IMAGE:815214
IMAGE:1636156
IMAGE:39947
IMAGE:529861
IMAGE:196612
IMAGE:293438
IMAGE:51405
IMAGE:123614
IMAGE:344834
IMAGE:970649
IMAGE:32483
IMAGE:756968

Hs.600940 Tran
Cé6orf48 Hs.109
GPR108 Hs.167¢

Hs.527484 Tran

Hs.234478 CDN

Hs.406106 Trarn
TRIM56 Hs.521(
EEF1G Hs.4444¢
C6orf170 Hs.12
TXN2 Hs.21192¢

Hs.603854 Tran
MAGI1 Hs.4766
CNTROB Hs.348|
TINAG Hs.12701
NBR1 Hs.37381
ADRBK2 Hs.571
TFDP2 Hs.37901
DKFZp586C072
SH3PX3 Hs.870
LITAF Hs.45994
MGC52110 Hs.5
MFSD2 Hs.7566
RBP2 Hs.97661
SH2D1A Hs.349
CHI3L2 Hs.5148
NOD27 Hs.5288

R53531::R53¢

PSMB6 Hs.7706

Hs.643717 Tran
APAF1 Hs.55256
PAQRS8 Hs.2393
C200rf55 Hs.574
SCARF2 Hs.474
CENPN Hs.5502

R43456::R17¢

EFNB1 Hs.1447(

1.113500375
0.7823247
1.070451658
0.856646954
-0.639959228
0.872977108
0.333386013
0.868998322
-0.82400915
0.441580596
-0.720595136
-1.198271811
0.353624599
-0.691599215
-1.001941575
-0.693087841
1.276313409
-0.816986649
0.773706068
0.112866319
-0.96709571
0.876978115
-1.154991338
0.000847284
-0.167347899
0.795142894
-0.759945058
1.075857553
0.581890825
-0.783417056
0.727048858
1.20020265
0.612741874
0.263608468
-0.776127445
0.959487044

0.24971722
0.41274361
0.21741661
0.65527256
-1.22202978
1.24461084
0.42461999
0.42759545
-1.17002058
0.91937961
-1.19049377
-0.49628335
0.75929007
-1.33515503
-0.70666756
-1.01538213
0.69090887
-0.96550357
0.53345631
1.08151052
-0.89471418
-0.55585508
-0.84171326
1.40896798
1.07875446
0.653838
-0.57682082
0.67686916
0.82945475
-1.16607866
1.0686379
-0.66765767
0.10904017
0.76379591
-1.02149391
0.42064534

0.83960492
0.94766361
0.78733624
0.50633149
-0.07234009
-0.06741781
0.91728344
0.78229419
-0.33243429
0.48524154
-0.1202198
-1.21779457
1.13590111
0.13215223
-0.62479612
-0.09485042
0.24653361
-0.13282341
0.88688853
0.09093025
-0.11092559
1.22797986
-0.35814042
-0.21982129
0.56198974
0.60652157
-0.40418538
0.38427768
0.32607477
-0.65736382
0.30358218
0.87441469
1.31792426
0.81929616
-0.50517061
0.9895035

-1.68060632
-1.8161708
-1.49026733
-1.637166
0.83388354
-1.03285762
-2.07714587
-1.62611026
1.31708573
-1.77174094
1.12318673
1.10795758
-1.81367057
1.16112647
2.00549142
1.29833213
-1.72820886
1.26123837
-1.52970425
-1.79417057
0.31328189
-1.47511508
1.16537508
-0.07912736
-1.37197444
-1.67621658
1.86449183
-1.62677726
-0.95680923
1.00721416
-1.09060682
-1.33007455
-0.8691215
0.06798722
2.23186972
-1.72655619

-0.64272992
-0.74389933
-1.12369281
-0.74237976
1.19516871
-0.88743572
-0.3437004
-0.62408632
1.12170858
-0.88698898
1.1878168
1.58460359
-0.64354497
0.92038892
0.84385659
0.64918816
-1.1396999
0.55787997
-0.72817048
-0.05508168
1.74798725
-0.40049018
1.16411996
-0.98282898
-0.19899511
-0.36255449
0.48608583
-0.99760327
-0.50809961
1.5874592
-1.09998478
-0.51175785
-1.03645864
-1.30495879
0.51849785
-0.75366593

-0.7709963
-0.41711184
-0.30201257
-0.52124787

0.85435637
-1.17181632

0.13723297
-0.67256181

0.96779315

0.0107377

0.70590458

1.37151479
-0.63203285

0.79342569

0.49456084

0.7337477
-0.39109167

1.02064625

-0.8114795
-0.05597582

0.87010267
-0.14105411

1.11323737
-0.77798994
-0.49862746
-0.89285223

0.15980289
-0.48505664
-1.05970298

1.151275
-0.88241627
-0.05000342
-0.82449826
-1.32825519

0.57752773
-0.82685584
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0.43515958
0.7687578
0.46994401
-1.15671814
-0.92060787
-0.41745839
0.08982541
0.73290278
-0.52224775
-0.64235878
-0.32898348
1.1246416
1.01345453
0.81349981
0.81172402
-0.79285741

0.88123275
0.94348849
-0.05251992
-1.0847727
-0.26407012
-0.33889536
0.83353656
-0.18628166
-0.49757323
0.92470188
1.2361684
-0.24050664
-0.32117392
0.9311536
-0.8776853
0.93317939
0.90269648
-0.9912468
-0.38140949
0.95310618
0.13016532
0.43108875
0.74981623
-1.14685443
-0.43604303
-0.34456316
1.10292934
1.06213749
-0.03002102
-0.47311605
-0.35649054
0.92859119
1.11060258
0.6358306
0.39440765
-0.11387128
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POLR2J2 Hs.53d
DR1 Hs.348418
PIM1 Hs.81170
Hs.634877 Tran
LOC401152 Hs.
FLOT1 Hs.17998
Hs.582517 Tran
SNRPE Hs.5155
KIAA1961 Hs.59
Hs.603521 Tran
BIRC3 Hs.12779
YWHAH Hs.2267
Hs.633996 Trar
ZKSCAN1 Hs.61
Hs.299119 Tran
RAC1 Hs.41381
ZNF467 Hs.112
SCUBE3 Hs.129
CAST1 Hs.4763¢
NES Hs.527971
MT1F Hs.51362¢
ROBO1 Hs.1364
DICER1 Hs.878§
FOXJ2 Hs.12084
MGC13114 Hs.2
HCK Hs.126521
MGC14327 Hs.5
RALGDS Hs.106
STYXL1 Hs.1161
AOX1 Hs.40623
DNAJC4 Hs.172
SGCD Hs.59172
IGHG1 Hs.5106

AA680099 64
ARHGEF11 Hs.5

R99584::R99¢

-0.737698081
1.182407594
1.027943497

-0.868617438
0.940438265
0.450501691

-0.749874531

-0.891736897

-0.746357931

-0.856491997
0.276484399
0.903154033

-1.154748299
0.506968885

-0.634577055
1.075025226

-0.637544247
-1.29498437

-0.757886282
0.560286579
0.610569552
0.158863327

-0.5335334
0.409708181
0.735926545
0.442579615

0.83285147
1.471458712

-0.904183342

-0.839378991
1.349223087
0.439632221

-0.593254008

-1.078496113

-0.956992561

-1.162100001

-0.87701174
0.64593772
0.71176071

-0.47865483
0.78711471
0.97841375

-0.53355905
-0.4825563

-0.66217581
-1.2186081
1.23511436
0.77529098

-0.31279008
1.03226714

-0.99913513

0.2581282

-1.08205584

-0.51786154

-0.69390117
0.60721154
0.90064741
0.82489334

-1.14723452
0.05822193
0.67581118
0.99314364
0.26660953
0.23282188

-0.59054537

-0.86061979
0.01017171
1.05135723
-1.2339474

-0.66773088

-0.63010732

-0.67111952

-0.30154978
-0.24499965
-0.1449785
-0.30130197
0.64893846
0.62889956
-0.64920464
-0.7839756
-0.59284935
-0.15398675
0.35280948
0.27625977
-0.61762213
0.52813475
-0.39781031
0.60747253
-0.42495175
-0.25448099
-0.40724788
0.91836016
0.04924243
0.83180032
-0.28223543
1.60996865
0.66477155
0.38064116
1.0021743
-0.03849856
-0.28126348
0.07397526
0.39312746
0.47576095
-0.06090552
-0.17639246
-0.20878856
-0.46895109

1.38122587
-0.13404406
-0.9242606
2.18030256
-1.65340797
-1.25465424
1.84237528
1.18793911
1.91567189
1.86770746
-0.89236571
-1.38687318
0.95511264
-1.63980291
1.38088028
-1.59156878
0.63390385
1.23899831
1.86705712
-1.43528782
-1.66871866
-1.80477405
0.26494564
-1.8316676
-1.66577139
-1.07249302
-1.90132745
-1.10418967
1.90458784
2.02581481
-0.33849916
-0.35006781
1.65813959
1.32631429
1.87442387
1.225798

0.67316306
-1.2626532
-0.81251201
0.30138486
-0.82967084
-1.00344092
0.54448241
0.91853586
0.23191147
0.69807244
-0.82876148
-0.87176775
1.27165654
-0.93447455
0.83992314
-0.69586617
1.24269146
1.01259976
0.56724533
-0.82345847
-0.42867996
0.23144827
1.42368202
-0.57217518
-0.8132131
-0.76038128
-0.53245131
-0.90744022
0.37770297
0.15143779
-1.44467204
-1.00284818
0.76574522
0.95941856
0.33108286
1.12442497

0.74461303
-1.03957115
-0.69156059
-0.08415156
-0.91942372
-0.67140244

0.34979848

0.93493432

0.70627893

0.73935368

-0.9872828
-0.60435132

0.74656606
-0.39474502

0.72702774
-0.47163585

1.2339945

0.78577203

0.25243859

-0.6404511
-0.23097984
-0.94205962

1.1853185
-0.31051319
-0.46958655
-0.79651204
-0.46813062

-0.4966678

0.31138161

0.2802765
-0.74733031
-1.47826936

0.39304919

0.55409822

0.43612879

0.98579519
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SNF8 Hs.12724¢
PES1 Hs.51754]
PACSIN2 Hs.164
BEAN Hs.97805

AI091219 175
BLK Hs.146591
WDR25 Hs.4976
TACSTD2 Hs.23
FUT1 Hs.69747
HS3ST5 Hs.632
Hs.595398 Trar
TLE1 Hs.19732(
IFRD1 Hs.7879
PCMTD1 Hs.308
PTPRS Hs.40841
PPAN Hs.14468
UCK2 Hs.45836
IL17D Hs.58562
MT1F Hs.51362¢
WASPIP Hs.591¢
PSCD3 Hs.4874
ZNF462 Hs.370]
COPG Hs.51825
Hs.133024 Trar
C20rf11 Hs.591
FXC1 Hs.54943
LOC441119 Hs.]
PARD3 Hs.1314
LOC642775 Hs.
KIAA1411 Hs.21
GPNMB Hs.1904
Hs.149995 Trar
LRP1 Hs.162757%
RORA Hs.56949
MAOA Hs.18310

NOS1AP Hs.129

0.666667379
1.04509849
-0.920558399
-0.788271761
-0.421250412
0.959299291
0.216730525
0.624467604
1.371516351
1.036143619
-0.29686915
-0.462595756
-0.82528374
-1.069727764
1.204518972
0.655447753
0.717781541
0.204225758
0.652220778
0.692197346
0.813354717
-0.977113308
-0.123334395
-0.853111455
-0.617789174
-1.530430635
-0.952637111
-0.701752632
-0.886601849
1.267236132
0.726609256
-0.876419742
0.860718855
-0.744520734
-0.892027168
-0.936502719

0.66666738
0.71248374
-0.60160746
-0.90370498
-1.54098791
0.85504196
1.22315134
0.39318815
-0.25219668
0.57741716
-1.1878705
-0.8115023
-0.95174426
-0.45610714
0.62442957
0.94266534
1.13957069
-1.01747993
0.88038881
1.15269095
-0.63965166
-1.00760473
-0.70379446
-1.83613778
-0.82663317
-0.74527401
-0.56270309
-0.62791717
-0.72287455
0.32142008
-0.07749325
-1.06192975
0.04969114
-1.04760053
-0.90902793
-0.74197481

0.7946382
0.3941239
-0.44017923
-0.07463797
-0.34857871
0.44218292
0.80894809
0.98314033
0.4422268
0.60652256
-0.49867715
-0.80143078
-0.55051952
-0.55225407
0.22522826
0.45082869
-0.12875669
1.55355319
0.21915163
0.23170375
1.34777316
-0.31849865
-0.44325208
0.20281345
-0.34145291
-0.01473697
-0.57861674
-0.38514616
-0.31864829
0.28862162
1.44261901
-0.08263219
1.27188849
0.07367347
0.04301487
-0.1330059

-1.8268657
-0.9522531
1.35001428
0.79782338
0.83493192
-1.04426602
-1.4083773
-1.6289905
-1.44629348
-1.50187916
0.98404048
0.55768612
0.80232065
1.14106526
-0.12469664
-1.69978339
-1.19321931
0.03796476
-1.55095102
-0.89982872
-1.26426446
1.06672654
2.1548606
1.5522656
1.81014964
0.99411709
1.33023139
1.72492378
1.60201398
-1.07361092
-1.25223409
1.33578707
-0.90065131
0.67245306
0.41543786
1.68665779

-0.9809569
-1.32288096
0.68607559
1.11163072
1.43892277
-1.15373622
-1.06805581
-0.65079215
-0.21340563
-1.07478901
1.11826184
1.21053704
1.38863761
0.93391945
-1.4567971
-0.54528133
-0.90407175
-0.4795767
-0.73016933
-1.22739633
-0.54225975
1.30151047
-0.08101841
1.20848252
0.42620796
1.27919591
0.78871519
0.41360591
0.57793496
-0.6041194
-0.56520447
0.83133004
-1.13230488
1.08956663
1.26016333
0.38442453

-0.18547728
-0.85389416
0.79738296
0.72180847
1.10522617
-1.07623827
-0.69457479
-0.4756264
-0.57206391
-0.60182621
0.74815359
1.1447124
1.16273314
0.90408524
-1.4434644
-0.71564078
-0.52779143
-0.2804483
-0.29173356
-0.92973707
-0.13874683
1.00696336
-0.2790838
1.01960892
0.35709206
1.15866517
0.87733464
0.33740771
0.63257601
-1.06603104
-0.9595092
0.84369737
-0.92251941
0.83407036
0.97221289
0.61289135
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IMAGE:1203836
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PPP1CA Hs.1834
Hs.349024 Tran
TOMM40 Hs.110
TANC2 Hs.4108
WDR33 Hs.6204
PTD004 Hs.157]
AP3S1 Hs.40614
Hs.603142 Tran
149977

ITGB2 Hs.37595
MAL2 Hs.20108
144801

SATB2 Hs.51661
SPAG17 Hs.528
Hs.554323 CDN
TMEM144 Hs.17
Hs.180284 5.5
Hs.445080 **(
Hs.586834 MRN
HMOX2 Hs.2842
FRG1 Hs.20377]
SEMA3C Hs.269
H06377::H06
R35849 2624
CDK7 Hs.18429
ATP6V1F Hs.78(
PDZD8 Hs.5011
R0O6607::R0O6¢
DDX28 Hs.4583
RORA Hs.56949
AA992653 67
BAD Hs.370254
FL139378 Hs.53
Hs.119871 Tran
RBM25 Hs.5311

AMID Hs.53365

1.035602145
-0.555544931
0.440181837
-0.262574259
-0.866141957
-0.292726541
1.025464948
-0.663895544
-0.926057519
0.308112509
1.460581595
-0.88431516
-0.736472268
-0.77000102
-0.638240306
-0.49962669
0.577177355
0.558960759
-1.033207489
1.203561002
-0.44789081
-0.890812762
-0.842882258
-1.264242376
0.915472144
0.930613075
0.00728543
-0.295407669
0.896176061
-0.766456384
-0.780206117
0.670169456
-1.028741618
-0.478495709
-0.851925637
-0.684618619

0.59322959
-0.75038252
1.02784475
-1.03571903
-1.19351024
-0.24513075
0.48722318
-0.5281353
-0.70359263
1.3275976
-0.93695822
-0.79846171
-1.32049613
-0.85196657
-1.20498099
-1.09623318
1.02325334
1.19294054
-0.68551069
0.36359443
-0.82164543
-0.50824718
-0.64439684
-0.82158582
0.95004796
0.76276073
-1.53817023
-0.20257601
0.82659176
-0.46261677
-0.6846938
0.50345674
-1.42583621
-0.44373563
-0.17435435
-1.34791177

0.16012579
-0.56370092
0.68861875
-0.53152994
0.08591111
-0.70291571
0.61489914
-0.71500528
-0.34813774
-0.00059139
0.63207093
-0.27160774
0.0165216
-0.57137286
-0.19266488
-0.72042685
0.16858232
-0.04081748
-0.35313612
0.31149524
-0.58380158
-0.25438285
-0.44697856
-0.51172624
-0.09206704
0.38964896
-0.61480938
-0.43871922
0.62416468
-0.75709727
-0.49366915
0.8611313
0.1387365
-0.25420578
-1.00497703
-0.37027534

-1.68330385
1.9531023
-1.75199993
-0.00287164
0.42722733
2.1670383
-0.99544513
1.81033498
0.541294
-0.58226956
-0.88060367
0.60077059
1.03431075
1.26900508
1.16384848
0.99830166
-0.52705866
-1.54672801
1.90861191
-1.8519503
1.60050072
1.97135274
2.01087914
2.01556601
-1.04272902
-1.42099824
1.09399508
2.18003204
-1.70912362
1.4817394
1.63555518
-1.53441682
1.56197554
2.11530569
0.4759148
1.13021943

-0.72272344
0.46463374
-0.83132195
1.42209997
1.39737679
-0.20121282
-1.20197976
0.59761948
1.12434758
-0.82523096
-0.47648227
1.19637887
0.91084357
1.03140557
1.18363555
1.30775642
-0.9823729
-0.57073282
0.46247806
-0.3950336
0.49192334
0.05410211
0.23411454
1.05417131
-0.74191945
-1.1764134
0.84946095
-0.54026722
-0.96899964
0.67700289
0.57855216
-0.85809363
1.2851596
-0.05338515
0.96017899
1.1673623

-0.23737755
0.24578129
-0.47949144
1.19262402
1.15748528
-0.28039491
-0.84023122
0.27384841
1.21400582
-1.0453254
-0.21843778
1.06652553
1.11964627
0.8467568
0.658179
0.98826528
-1.10194238
-0.45936927
0.64840745
-0.49311831
0.54163227
0.39111364
0.54464817
0.69866277
-0.89854788
-0.42971027
1.1213829
-0.34439027
-0.68623432
0.63123903
0.60032897
-0.44434297
0.66131099
-0.36081632
1.35954748
1.21405804
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DNM1 Hs.52241
CDC2L6 Hs.584
SF1 Hs.502829
Hs.597201 Trar
CHRNB4 Hs.624
PCGF5 Hs.5005
TIAL1 Hs.64351
SYNPO2 Hs.480
LOC646621 Hs.1
SERTAD4 Hs.60
LOC653327 Hs.¢
TACC1 Hs.27924
Hs.642765 CDN
PGRMC1 Hs.900
152032
KIAA0984 Hs.19
PTDSS1 Hs.292
ZDHHCS5 Hs.272
AMPH Hs.59218
ZNF451 Hs.485¢
CENPC1 Hs.479
UBE2C Hs.9300
SLC39A8 Hs.28¢
COL9A2 Hs.418
KCNH2 Hs.4388
MNDA Hs.15383
LOC342892 Hs.1
LOC441383 Hs.]
ATF4 Hs.496487
ST5 Hs.117715
SLC26A5 Hs.58]
LGALS1 Hs.445]
KIAA0182 Hs.4€
N72720::W02
ENDOG Hs.59189

Hs.643042 **T|

0.776390995

-0.563043152

0.551233105

-0.550659203
-0.642491759

1.052464843
1.095330043

-0.501277368

0.811325004

-0.389970698

1.308600254
0.860539984
0.968686779

-0.598030034
-0.490398301

0.378844521
0.682131209
1.111577517
0.553558335
0.589627632
0.782378301
0.273281748
-0.89966168

-1.071500705

0.441203954
0.646521684
-1.30516288

-0.674224267

1.20990145
0.1594609

-0.748256437

0.509132517

-0.926672671
-0.655266557

0.643786241
1.13894589

-0.36848371
-0.78302219
0.58060019
-0.99943904
-0.93082607
1.10491736
0.75489809
-1.11740909
0.80605595
-1.03516099
0.14651263
0.65652053
0.35864866
-0.30510393
-0.60958923
1.14232188
0.5871982
0.19011736
0.9018852
0.63231161
0.46369921
1.47102181
0.36278637
-0.66535764
0.65692938
0.80553287
-0.07554303
-1.04016187
0.22127438
0.67180404
-1.16137358
0.42889482
-0.67641004
-0.625244
0.73422079
0.01118733

1.41342245
-0.42475656
0.63597811
-0.18129479
-0.59362154
-0.63876107
0.36567088
-0.39571487
0.41719991
-0.59467922
0.04901322
0.68916364
0.76635747
-0.87581614
-0.88010082
0.57033869
0.96022908
0.57692238
0.44583503
0.8457315
0.66551444
-0.5614166
-1.10284213
-0.07289315
1.05961684
0.50626242
-0.66695533
-0.60675452
0.32819637
1.00375111
-0.34189005
0.86273175
-0.14283121
-0.22954081
0.78601512
0.66716151

-0.83302028
1.75635772
-1.95482761
0.85079543
1.51830513
-0.85126728
-1.15350673
1.37508555
-1.80923804
1.42870921
-1.14825324
-1.24698097
-1.73530719
0.34928969
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Supplementary Table S2. Enriched GO terms. Shown are Gene Ontology (GO) terms significantly
enriched in 2181 genes induced (Gene Set 1) or 1896 genes repressed (Gene Set 2) in AE (P<0.05;

FDR<0.05).

Gene Set 1

Gene_Set 1 4102
Gene_Set 1 4102
Gene_Set 1 4102
Gene_Set 1 4102
Gene_Set 1 4102
Gene_Set 1 4102
Gene_Set 1 4102
Gene_Set 1 4102
Gene_Set 1 4102
Gene_Set 1 4102
Gene_Set 1 4102
Gene_Set 1 4102
Gene_Set 1 4102
Gene_Set 1 4102
Gene_Set 1 4102
Gene_Set 1 4102
Gene_Set 1 4102
Gene_Set 1 4102
Gene_Set 1 4102
Gene_Set 1 4102
Gene_Set 1 4102
Gene_Set 1 4102
Gene_Set 1 4102
Gene_Set 1 4102
Gene_Set 1 4102
Gene_Set 1 4102
Gene_Set 1 4102
Gene_Set 1 4102
Gene_Set 1 4102
Gene_Set 1 4102
Gene_Set 1 4102
Gene_Set 1 4102
Gene_Set 1 4102
Gene_Set 1 4102
Gene_Set 1 4102
Gene_Set 1 4102
Gene_Set 1 4102
Gene_Set 1 4102
Gene_Set 1 4102
Gene_Set 1 4102
Gene_Set 1 4102
Gene_Set 1 4102
Gene_Set 1 4102
Gene_Set 1 4102
Gene_Set 1 4102
Gene_Set 1 4102
Gene_Set 1 4102

Enriched GO Term

immune response

response to stress

intracellular signaling cascade

response to other organism

extracellular region

cell adhesion

positive regulation of cellular process
death

enzyme regulator activity

extracellular region part

ATP binding

cell cycle

regulation of apoptosis

negative regulation of cellular process
peptidase activity

phosphorylation

protein kinase activity

proteolysis

extracellular matrix (sensu Metazoa)
humoral immune response

kinase activity

endopeptidase activity

cytoskeleton

regulation of signal transduction

protein kinase cascade

cell differentiation

GTPase regulator activity

cytoskeleton organization and biogenesis
membrane fraction

regulation of cell cycle

small GTPase mediated signal transduction
pyrophosphatase activity

cellular biosynthesis

locomotion

calcium ion binding

protein biosynthesis

receptor binding

GTP binding

organ development

cell activation

induction of apoptosis

transcription factor binding

transcription from RNA polymerase |l promoter
humoral defense mechanism (sensu Vertebrata)
enzyme linked receptor protein signaling pathway
protein-tyrosine kinase activity
extracellular space

P-value

3.39E-74
1.18E-42
2.62E-38
8.91E-38
1.20E-34
4.93E-33
1.88E-31
2.19E-31
3.82E-28
6.02E-28
2.57TE-26
1.18E-25
3.70E-25
8.23E-25
9.37E-25
5.76E-24
1.87E-23
1.92E-23
1.31E-21
1.44E-21
2.75E-21
3.08E-21
1.73E-20
3.11E-20
9.46E-19
1.96E-18
4.96E-18
1.19E-17
1.55E-17
6.49E-17
7.64E-17
1.71E-16
2.11E-16
1.26E-15
1.32E-15
1.45E-15
1.65E-15
4.04E-15
5.10E-15
1.19E-14
1.78E-14
5.50E-14
5.74E-14
6.76E-14
1.11E-13
2.21E-13
3.68E-13
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Gene Set 2
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GTPase activity

transmembrane receptor protein tyrosine kinase signaling

complement activation

protein serine/threonine kinase activity
regulation of cell proliferation

antigen processing

immunological synapse

enzyme inhibitor activity
guanyl-nucleotide exchange factor activity
antigen presentation

morphogenesis

small GTPase regulator activity
hemopoiesis

serine-type peptidase activity
transmembrane receptor activity

T cell activation

cytoskeletal part

enzyme activator activity

nuclear part

mitotic cell cycle

receptor complex

cellular localization

vacuole

extracellular matrix structural constituent
inflammatory response

regulation of protein metabolism
I-kappaB kinase/NF-kappaB cascade
lymphocyte differentiation

response to abiotic stimulus

organelle lumen

regulation of catalytic activity

cell division

Rho protein signal transduction
endomembrane system

lipid binding

hydrolase activity, acting on ester bonds
growth factor binding

endoplasmic reticulum

Enriched GO Term

lipid metabolism

cellular lipid metabolism
organic acid metabolism
oxidoreductase activity
fatty acid metabolism
lipid biosynthesis

generation of precursor metabolites and energy

steroid metabolism
coenzyme binding
catabolism

4.51E-13
8.11E-13
9.17E-13
1.19E-12
1.35E-12
3.57E-12
4.1M1E-12
5.06E-12
5.57E-12
6.57E-12
7.70E-12
7.83E-12
8.88E-12
1.05E-11
1.87E-11
2.41E-11
2.42E-11
2.59E-11
4.77E-11
4.89E-11
5.23E-11
5.41E-11
7.78E-11
8.43E-11
8.77E-11
8.77E-11
1.13E-10
1.74E-10
1.76E-10
3.73E-10
5.04E-10
6.01E-10
6.08E-10
6.66E-10
6.77E-10
7.10E-10
8.29E-10
9.08E-10

P-value

5.24E-34
1.07E-26
7.63E-19
4.23E-13
5.51E-13
1.23E-12
2.10E-12
6.95E-12
1.30E-11
7.64E-11



Supplementary Table S3. Genes located in enriched AE-linked
chromosomal regions. Shown are differentially expressed AE
genes located within disease suceptibility chromosomal regions
(cytobands) that are enriched in 2194 genes induced (Gene Set 1)
or 1908 genes repressed (Gene Set 2) in AE (P<0.05; FDR<0.05).

Gene Set# Cytoband Entrez Gene Symbol
1 11912.1 221 ALDH3B1
1 11912.1 572 BAD
1 11912.1 823 CAPN1
1 11912.1 921 CD5
1 11912.1 923 CD6
1 11912.1 1521 CTSW
1 11912.1 2197 FAU
1 11912.1 2206 MS4A2
1 11912.1 2286 FKBP2
1 11912.1 2950 GSTP1
1 11912.1 3338 DNAJC4
1 11912.1 3992 FADS1
1 11912.1 5007 OSBP
1 11912.1 5499 PPP1CA
1 11912.1 5790 PTPRCAP
1 11912.1 5837 PYGM
1 11912.1 5920 RARRES3
1 11912.1 6094 ROM1
1 11912.1 6520 SLC3A2
1 11912.1 9049 AlP
1 11912.1 9092 SART1
1 11912.1 9158 FIBP
1 11912.1 10312 TCIRG1
1 11912.1 10589 DRAP1
1 11912.1 10897 YIF1A
1 11912.1 10938 EHD1
1 11912.1 29901 SAC3D1
1 11912.1 30008 EFEMP2
1 11912.1 51338 MS4A4A
1 11912.1 58475 MS4A7
1 11912.1 64231 MS4ABA
1 11912.1 65003 MRPL11
1 11912.1 79073 TMEM109
1 11912.1 80198 MUS81
1 11912.1 219928 MRGPRF
1 11912.1 220002 CYBASC3
1 11912.1 245802 MS4AGE
1 11912.1 283237 TTCOC
1 19p13.3 997 CDC34
1 19p13.3 1613 DAPK3
1 19p13.3 1675 CFD
1 19p13.3 2208 FCER2
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5605
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5990
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8570
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23370
23526
30835
51341
55009
55643
56927
56931
84266
84330
84823
91304
125988
126282
126308
126328

327
1154
2876
3373
3615
3913
4134
5580
7375
7866
7867
10641
11070
11186
11334
11344
29925
51246
51368
79714

GNA15
MYO1F
GADD45B
POLR2E
POLRMT
MAP2K2
PRTN3
PTPRS
RFX2
VAV1
KHSRP
S1PR4
EBI3
TIMM44
ARHGEF18
HMHA1
CD209
ZBTB7A
C19orf24
BTBD2
GPR108
DUS3L
ALKBH7
ZNF414
LMNB2
C19o0rf6
P117
TNFAIP8L1
MOBKL2A
NDUFA11

APEH
CISH
GPX1
HYAL1
IMPDH2
LAMB2
MAP4
PRKCD
USP4
IFRD2
MAPKAPK3
TUSC4
TMEM115
RASSF1
TUSC2
TWF2
GMPPB
SHISA5
TEX264
CCDC51
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11025
11202
22809
23636
26121
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28974
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ITGAL
ITGAM
ITGAX
HIRIP3
BCKDK
CD2BP2
CDIPT
TBC1D10B
LAT
XTP3TPA
SPNS1
PRRT2
ZNF688
PYDC1

CD33
CD37
FCGRT
FLT3LG
FPR3
LAIR1
KLK6
KLK10
PPFIA3
KLK11
LILRB3
KLK8
ATF5
NUP62
PRPF31
TSEN34
MYADM
ZNF480

ASNA1
CD97
CDKN2D
DNM2
EEF1D
DNAJB1
ICAM3
PKN1
EIF3G
IER2
CARM1
CDC37
C190rf53
MRPL4
PPAN
DOCK®6
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3225
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60314
84926
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3718
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54555
79016
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170436

1513
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3713
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6700
11000
27173
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57530
163778

FBXW9
SAMD1

FBLN2
RAF1
SEC13
VHL
WNT7A
TATDN2
ATG7
NUP210
HDAC11

HOXC9
IGFBP6
ITGB7
KRT5
NFE2
TARBP2
ESPL1
PRR13
C120rf10
SPRYD3

BST2
COMP
JAK3
ELL
CRLF1
IFI30
FCHO1
DDX49
DDA1
C190rf50
GLT25D1
LOC696405

CTSK
CTSS
IVL
MCL1
PSMB4
S100A10
SPRR2A
SLC27A3
SLC39A1
CRCT1
CGN
SPRR4
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2769
6141
51171
57664
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1452
3340
5159
6678
206358
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2124
2319
3965
5717
7756
9703
28964
83871
84282

5721
6035
6039
7051
9056
9878
10379
10548
26277
29082
122664

1019
2065
4035
4327
10106
10956
23344
79888
92979

BAX

FTL

FUT1
GNA15
RPL18
HSD17B14
PLEKHA4

ATOX1
CSNK1A1
NDST1
PDGFRB
SPARC
SLC36A1

ALDOC
EVI2B
FLOT2
LGALS9
PSMD11
ZNF207
KIAA0100
GIT1
RAB34
RNF135

PSME2
RNASE1
RNASE6
TGM1
SLC7A7
TOX4
IRF9
TMOSF1
TINF2
CHMP4A
TPPP2

CDK4
ERBB3
LRP1
MMP19
CTDSP2
0S9
FAMG2A
LPCAT1
MARCH9
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84166
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2819
3855
4891
23017
25840
25875

55329
55930
84952
145783

5096
22808
80321

CENTG1

CTLA4
NRP2
ABI2
ICOS

CSNK2A2
MMP2
MT1F
MT1M
KATNB1
C160rf80
NLRC5

AQP5
GPD1
KRT7
SLC11A2
FAIM2
METTL7A
LETMD1

MNS1
MYO5C
CGNL1
LOC145783

PCCB
MRAS
CEP70



Supplementary Table S4. Overview of skin biopsy samples that were used
in the SAM approach to identify differentially expressed genes in AE and
healthy skin. Shown are six groups of samples representing skin from atopic
eczema patients (SAM group 1-3: AE-L, AE-M, AE-P) and healthy control
individuals (SAM group 4-6: H-N, H-M, H-P). Corresponding microarray slide
name are given for each sample using the same nomenclature as is used in the
Stanford Microarray Database (SMD).

SAM GROUP |ARRAY NAME INDIVIDE # SKIN TYPE BODY POSITION
1 SHDD222 AE-1L Lesional leg

1 SHDD225 AE-2L Lesional arm
1 SHDD227 AE-3L Lesional leg

1 SHDD208 AE-4L Lesional back
1 SHDD215 AE-6L Lesional back
1 SHDD219 AE-7L Lesional back
2 SHDD223 AE-1M M sympodialis back
2 SHDD226 AE-2M M sympodialis back
2 SHDD228 AE-3M M sympodialis back
2 SHDD213 AE-5M M sympodialis back
2 SHDD216 AE-6M M sympodialis back
2 SHDD220 AE-7M M sympodialis back
3 SHDD221 AE-1P PBS back
3 SHDD224 AE-2P PBS back
3 SHDD207 AE-4P PBS back
3 SHDD211 AE-5P PBS back
3 SHDD214 AE-6P PBS back
4 SHDD237 H-1N normal back
4 SHDD241 H-2N normal back
4 SHDD244 H-3N normal back
4 SHDD247 H-4N normal back
5 SHDD239 H-1M M sympodialis back
5 SHDD243 H-2M M sympodialis back
5 SHDD?246 H-3M M sympodialis back
5 SHDD249 H-4M M sympodialis back
6 SHDD238 H-1P PBS back
6 SHDD242 H-2P PBS back
6 SHDD245 H-3P PBS back
6 SHDD248 H-4P PBS back




